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Cloning and Characterization of the DNA Sequence for the Insert and Its Flanking Border
Regions of DAS-44406-6 Soybean

SUMMARY

Soybean (Glycine max L.) event DAS-44406-6 was generated by integration of the T-DNA from
plasmid pDAB8264 through Agrobacterium-mediated transformation. The T-DNA of plasmid
pDAB8264 contains three plant transcription units (PTUs): 1) Histone H4A748 promoter,
2mEPSPS gene, and Histone H4A748 3° UTR, 2) AtUbil0 promoter, aad-12 gene, and
AtuORF23 3" UTR, 3) CsVMV promoter, pat gene, and AtuORF1 3° UTR. In addition, a RB7
matrix attachment region (RB7 MAR) is located at the 5’ end of the T-DNA insert.

In total, 13659 bp of genomic DNA sequence from DAS-44406-6 soybean was cloned,
sequenced, and confirmed. The cloned sequences were comprised of 1494 bp of 5’ flanking
border sequence, 1885 bp of 3’ flanking border sequence, and 10280 bp of the T-DNA insert
from plasmid pDAB8264. Sequence analysis confirmed that DAS-44406-6 soybean contains a
single T-DNA insert including the RB7 element as well as an intact copy of each of the
2mEPSPS, aad-12 and the pat expression cassettes. The analyzed sequences revealed a three
base pair insertion at the 5’ end integration junction and no nucleotide changes in coding regions
when compared to the expected T-DNA insert. Sequence analysis did not revealed any novel
open reading frames (>=450 bp, 150 aa) spanning the junctions resulting from the T-DNA

insertion.

BLASTnN search of both the 5° and 3’ flanking border sequences against the soybean scaffold
sequence collection, a sequence assembly of soybean genome from William 82, indicated their
identity with a segment in soybean chromosome 6 (Genbank Accession: CM000839.1).
Additionally, the T-DNA insertion site was characterized by cloning a 7762 bp genomic
fragment from the non-transgenic soybean genome containing the identified flanking border
sequences in DAS-44406-6 soybean. The sequence analysis revealed a 4383-bp deletion from
the parental locus at the integration site in DAS-44406-6 soybean. Further analysis identified an
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open reading frame within the deleted region. However, BLASTp search of the identified
endogenous open reading frame revealed no amino acid similarity to known proteins included in
the GenBank non redundant protein sequences. Overall, the single insertion in soybean event
DAS-44406-6 is located in the chromosome 6 of soybean and a 4383 bp fragment was deleted
from the parental locus as a result of the T-DNA integration, but no evidence indicates disruption

or deletion of endogenous gene or regulatory element at the insertion locus.
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Cloning and Characterization of the DNA Sequence for the Insert and Its Flanking Border
Regions of DAS-44406-6 Soybean

ABSTRACT

Soybean (Glycine max L.) event DAS-44406-6 was generated by integration of the T-DNA from
plasmid pDAB8264 through Agrobacterium-mediated transformation. The T-DNA of plasmid
pDAB8264 contains three plant transcription units (PTUs): 1) Histone H4A748 promoter,
2mEPSPS gene, and Histone H4A748 3° UTR, 2) AtUbil0 promoter, aad-12 gene, and
AtuORF23 3" UTR, 3) CsVMV promoter, pat gene, and AtuORF1 3° UTR. In addition, a RB7
matrix attachment region (RB7 MAR) is located at the 5’ end of the T-DNA insert.

In total, 13659 bp of genomic DNA sequence from DAS-44406-6 soybean was cloned,
sequenced, and confirmed. The cloned sequences were comprised of 1494 bp of 5° flanking
border sequence, 1885 bp of 3’ flanking border sequence, and 10280 bp of the T-DNA insert
from plasmid pDAB8264. Sequence analysis confirmed that DAS-44406-6 soybean contains a
single T-DNA insert including the RB7 element as well as an intact copy of each of the
2mEPSPS, aad-12 and the pat expression cassettes. The analyzed sequences revealed a three
base pair insertion at the 5” end integration junction and no nucleotide changes in coding regions
when compared to the expected T-DNA insert. Sequence analysis did not revealed any novel
open reading frames (>=450 bp, 150 aa) spanning the junctions resulting from the T-DNA

insertion.

BLASTnN search of both the 5 and 3’ flanking border sequences against the soybean scaffold
sequence collection, a sequence assembly of soybean genome from William 82, indicated their
identity with a segment in soybean chromosome 6 (Genbank Accession: CM000839.1).
Additionally, the T-DNA insertion site was characterized by cloning a 7762 bp genomic
fragment from the non-transgenic soybean genome containing the identified flanking border
sequences in DAS-44406-6 soybean. The sequence analysis revealed a 4383-bp deletion from
the parental locus at the integration site in DAS-44406-6 soybean. Further analysis identified an
open reading frame within the deleted region. However, BLASTp search of the identified

endogenous open reading frame revealed no amino acid similarity to known proteins included in
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the GenBank non redundant protein sequences. Overall, the single insertion in soybean event
DAS-44406-6 is located in the chromosome 6 of soybean and a 4383 bp fragment was deleted
from the parental locus as a result of the T-DNA integration, but no evidence indicates disruption
or deletion of endogenous gene or regulatory element at the insertion locus.



2mEPSPS
AAD-12
PAT

bp

°C

CTAB
DNA
EDTA

kb

ng
uL

mL

ORF
PCR
PTU
SOP
TBE

ABBREVIATIONS

Dow AgroSciences LLC
Study ID: 102117
Page 11

double-mutant 5-enolpyruvylshikimate 3-phosphate synthase

aryloxyalkanoate dioxygenase-12
phosphinothricin acetyl transferase
base pair

degrees Celcius

cetyltrimethyl ammonium bromide
deoxyribonucleic acid
ethylenediaminetetraacetic acid
kilobase

microgram

microliter

milliliter

molar mass

open reading frame

polymerase chain reaction

plant transcription unit

standard operating procedure

a buffer solution containing a mixture of Tris base, boric acid and EDTA,

pH 8.3
volts



Dow AgroSciences LLC
Study ID: 102117
Page 12

INTRODUCTION

Soybean (Glycine max L.) event DAS-44406-6 was generated by integration of the T-DNA from
plasmid pDAB8264 through Agrobacterium-mediated transformation. The T-DNA of plasmid
pDAB8264 contains three plant transcription units (PTUs): 1) Histone H4A748 promoter,
2mEPSPS gene, and Histone H4A748 3° UTR, 2) AtUbil0 promoter, aad-12 gene, and
AtuORF23 3" UTR, 3) CsVMV promoter, pat gene, and AtuORF1 3° UTR. In addition, a RB7
matrix attachment region (RB7 MAR) is located at the 5’ end of the T-DNA insert.

Southern analysis indicated that DAS-44406-6 soybean contained a single insert of the T-DNA
containing an intact copy of each of the 2mEPSPS, aad-12 and pat expression cassettes along
with the RB7 element (Poorbaugh, 2011 unpublished). Cloning and sequence analysis of the T-
DNA insert and its flanking borders allows for the verification of the DNA sequence and
identification of the insertion locus in the soybean genome. The junction regions between the
insert and its flanking border sequences can also be utilized for the development of event-
specific identification methods to detect the presence of DAS-44406-6 soybean. This report
describes the cloning and characterization of the DNA sequence of the T-DNA insert and the
associated flanking border regions in DAS-44406-6 soybean, as well as the parental locus from

non-transgenic soybean variety Maverick.



Dow AgroSciences LLC
Study ID: 102117
Page 13

MATERIALS AND METHODS

Test Substance

The test substance in this study was DAS-44406-6 soybean. Transgenic soybean seeds for DAS-
44406-6 were provided by the Department of TPD (Trait Product Development) in Dow
AgroSciences (Table 1).

Control Substance

The negative control substances used in this study was the non-transgenic soybean line,
Maverick. The unmodified plant has a genetic background representative of the test substance
lines, but does not contain the genes for the 2mEPSPS, AAD-12 or PAT proteins. The
conventional soybean seeds were provided by the Department of TPD in Dow AgroSciences
(Table 1).

Cloning and Characterization

Genomic DNA sequences of the flanking border regions for DAS-44406-6 soybean and
sequences for the estimated parental locus in soybean variety Williams 82 were obtained from
the Dow AgroSciences Trait Product Development group (Zhou and Novak, 2011 unpublished).

Reference Substance

The 1 Kb Plus DNA Ladder (Invitrogen) was used as a reference substance to estimate the size
of PCR amplified products. The marker contains a mixture of DNA fragments with different

sizes to serve as a size reference.

Genomic DNA Extraction and Quantification

Genomic DNA was extracted from freshly ground leaf tissues using a modified CTAB method.

Following genomic DNA extraction, DNA samples were dissolved in 1x TE (10mM Tris pH8.0,
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1ImM EDTA, Thermo Scientific) and quantified with the PicoGreen method according to
manufacturer’s instructions (Invitrogen). For PCR analysis, DNA samples were diluted with

molecular biology grade water (Promega) to result in a concentration of 100 ng/uL.

PCR Primers

Primers used for cloning the insert and its flanking border regions in DAS-44406-6 are marked
in Figure 2 and their sequences were listed in Table 1 in the Confidential Appendix. The
sequence of the estimated parental locus in William 82 was used to design primers as marked in
Figure 3 for cloning the parental locus in Maverick and their sequences were listed in Table 2 in
the Confidential Appendix. All primers were synthesized by Integrated DNA Technologies, Inc
(Coralville, 1A) and were dissolved in 1x TE (Thermo Scientific) to a concentration of 100 uM

as the stock solution.

Conventional PCR

Standard PCR was used to clone the insert and border sequences of DAS-44406-6 soybean as
well as the insertion site in the host genome. The TaKaRa EX Taq PCR Kit (TaKaRa Bio Inc.)
was used for conventional PCR amplification according to the manufacturer’s recommended
procedures. Specific PCR conditions and amplicon descriptions for DAS-44406-6 and for
Maverick are listed in Table 2 and Table 3 respectively.

PCR Product Detection and Purification

PCR products were inspected by electrophoresis with a 1% agarose gel. Fragment size was
estimated by comparison with the DNA markers. All PCR fragments were purified using the

QIAquick Gel Extraction Kit following the manufacturer’s instructions (Qiagen).
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Sub-cloning of PCR Products

PCR fragments were sub-cloned into the pCR4-TOPO® vector using TOPO TA Cloning® Kit for
Sequencing (Invitrogen) according to the product instructions. Specifically, two micro liters of
the TOPO® cloning reaction was transformed to ElectroMax DH10B electrocompetent cells
(Invitrogen) following manufacturer’s instruction. Plasmid DNA of cloned fragments were
prepared using the QIAprep Spin Miniprep Kit (Qiagen) followed by verification using
restriction digestion with EcoR I or PCR (New England Biolabs). PCR fragments cloned for
sequencing of the DAS-44406-6 soybean (Figure 4), as well as insertion site in host genome
(Figure 5).

DNA Sequencing

After verification, selected colonies were sequenced initially to confirm that the expected DNA
fragments had been cloned. The confirmed colonies were then selected for complete double-
strand full length sequencing by primer walking. All sequencing was performed by Beckman

Agencourt (Danvers, MA) with a minimum score of Phred 40.

DNA Sequencing Analysis

Final assembly of insert and border sequences was done using Sequencher® software (Gene
Codes Corporation). Annotation of the insert and its flanking border sequences of DAS-44406-6

soybean were done with Vector NTI (Version 11, Invitrogen).

Homology search was performed in-house using the BLASTn program against the soybean
scaffold sequence collection, a sequence assembly of soybean genome from William 82
(Schmutz et al., 2010). Open reading frame (ORF) analysis using Vector NTI was performed to
identify ORFs (>=450 bp, 150 aa) spanning the junctions between the insert and its flanking
borders. All the BLAST search output results are included as electronic Appendix supplemental
to the report. These files are electronically stored in a secured computer in Dow AgroSciences

and are available for view in PDF format.
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RESULTS AND DISCUSSION

T-DNA Insert and Flanking Border Sequences

The 5’ and 3’ flanking border sequences obtained from TPD and the expected T-DNA sequences
from plasmid pDAB8264 were used to design the PCR primers listed in Table 2 and Confidential
Appendix Table 1. Using these primers and conventional PCR, the entire T-DNA insert and over
1kb each of the flanking border regions were cloned from DAS-44406-6 soybean. In total, eight
overlapping DNA fragments (Amplicons 1 to 8) were cloned and sequenced (Figure 2). The
whole insert and flanking border sequences were assembled based on the overlapping sequences
among the eight fragments, resulted in a total of 13659 bp of DAS-44406-6 soybean sequences.
The cloned sequences are comprised of 1494 bp of 5° flanking border sequence, 1885 bp of 3’
flanking border sequence, and 10280 bp of T-DNA insert (Figure 6 and Confidential Appendix
Figure 1).

Sequence analysis of the whole insert and its flanking borders revealed a 3-bp insertion at the 5’
integration junction of the T-DNA insert in DAS-44406-6 soybean (Confidential Appendix
Figure 3). Sequence comparison between the insert and its counterpart in pDAB8264 confirmed
that the T-DNA integrated in DAS-44406-6 soybean, including the three intact PTUs, is identical
to the ones in plasmid pDAB8264. Sequence analysis did not reveal any novel open reading
frames (>=450 bp, 150 aa) spanning the junctions resulting from the T-DNA insertion (Figure
6A).

A BLASTnN search of both the 5’ and 3’ border sequences indicated a 99% identity with a
segment of Chromosome 6 in a soybean scaffold sequence collection, a sequence assembly of
soybean genome from William 82 (Genbank Accession: CM000839.1). However, no coding
sequence and regulatory elements are defined in this segment according to current annotations of

this accession.
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Confirmation of the Parental Soybean Genomic Sequences

Based on the preliminary BLASTn search of the flanking borders of DAS-44406-6 against the
soybean genome sequence of William 82, there is likely a deletion from the Maverick genome in
DAS-44406-6 soybean. Confirmation of the insertion site in the soybean genome was obtained
by PCR amplification of flanking border sequences and the parental locus in the unmodified
soybean Maverick. Five overlapping DNA fragments (Amplicons 1 to 5) were cloned and
sequenced (Figure 5), representing 7765 bp of Maverick genomic sequence. A BLASTnN search
of the parental locus sequence against the soybean sequence database used in the analysis of
border sequences revealed a 99% identity to the same segment of Chromosome 6 (Genebank
Accession: CM000839.1) as identified in the flanking border sequences. Sequence alignment of
the parental locus in Maverick with the full sequence of the insert and its flanking borders
described above confirmed deletion of a 4383 bp fragment from the parental locus at the
insertion site in DAS-44406-6 due to T-DNA integration (Figure 6B and Confidential Appendix
Figure 3).

An open reading frame of 777 bp (>=450 bp, 150 aa) was identified within the 4383 bp deleted
segment (Figure 6B). However, further BLASTp search of this ORF against the GenBank non-

redundant protein sequences have not identified any sequence similarity to known proteins.
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CONCLUSIONS

In conclusion, 13659 bp of insert and flanking border sequences in DAS-44406-6 soybean and
7762 bp of parental locus in Maverick were cloned and sequenced (Confidential Appendix
Figure 1 and Figure 2). The resulting sequence revealed a three base pair insertion at the 5’
integration junction in DAS-44406-6 soybean event. The insert contains a single intact copy of
the T-DNA identical to the counterpart from pDAB8264. PCR analysis combined with BLASTn
searches confirmed that the cloned 5* and 3 flanking border sequences were indeed from the
soybean genome and that a 4383 bp deletion at the insertion locus occurred as a result of the T-
DNA integration. According to currently available sequence information, no indication of

endogenous gene or regulatory element disruption or deletion is present at the integration locus.

ARCHIVING

The protocol for genomic DNA extraction, raw data and the original version of the final report
will be filed in the Dow AgroSciences LLC archives at 9330 Zionsville Road in Indianapolis, IN
46268-1054.

STATISTICAL TREATMENT OF DATA

No statistical methods are used in this study.
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Table 1 Test substances and control substances used in the study
Soybean Genomic DNA Description Source ID
DAS-44406-6 Transgenic Soybean (T6) YT10ET450586.0005.005

Maverick Unmodified Soybean YW10EW000012.0001




Dow AgroSciences LLC
Study ID: 102117
Page 21

Table 2 Primer description for PCR amplicons from DAS-44406-6 soybean
Expected

Amplicon Target Sequence Size (bp) Primer Set

Amplicon1 5' Genomic DNA / DNA Insert 1727 4406-F1-F / 4406-F1-R
Amplicon 2 DNA Insert 2049 4406-F2-F / 4406-F2-R
Amplicon 3 DNA Insert 2359 4406-F3-F / 4406-F3-R
Amplicon 4 DNA Insert 2188 4406-F4-F / 4406-F4-R
Amplicon 5 DNA Insert 2253 4406-F5-F / 4406-F5-R
Amplicon 6 DNA Insert 2240 4406-F6-F / 4406-F6-R
Amplicon7 DNA Insert/ 3' Genomic DNA 2336 4406-F7-F / 4406-F7-R
Amplicon 8 3' Genomic DNA 2426 4406-F8-F / 4406-F8-R

Each PCR reaction was conducted using 100 ng of DAS-44406-6 genomic DNA template in 50 pL total volume
with 2 pL of each primer (10uM), 5 uL dNTPs (2.5mM each), 5 uL EX Taq Buffer, 10x conc. with MgCl,, 34.25
puL water and 0.75 uL EX Taq Enzyme Mix. PCR reaction conditions were as follows: Initial denaturation — 2
minutes at 95°C; 35 cycles at 95°C — 1 minute, 56°C — 1 minute, 72°C — 2.5 minutes; final elongation — 7 minutes at
72°C; hold 4°C. For Amplicon 1 extension time at 72°C -2 minutes. Bands were then resolved on a 1% agarose gel
in order to determine if the appropriate band was amplified.
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Table 3 Primer description for PCR amplicons from Maverick soybean
Expected
Amplicon Target Sequence Size (bp) Primer Set

5' Border Genomic DNA / DNA

Amplicon 1 Insertion site 2658 M-F1-F / M-F1-R
Amplicon 2 DNA Insertion Site 340 M-F2-F / M-F2-R
Amplicon 3 DNA Insertion Site 519 M-F3-F / M-F3-R
Amplicon 4 DNA Insertion Site 3139 M-F4-F | M-F4-R
Amplicon 5 3' Border Genomic DNA 1812 M-F5-F / M-F5-R

YEach PCR reaction was conducted using 100 ng of Maverick genomic DNA template in 50 L total volume with 2
uL of each primer (10uM), 5 uL dNTPs (2.5mM each), 5 uL EX Taq Buffer, 10x conc. with MgCl,, 34.25 uL water
and 0.75 uL EX Tag Enzyme Mix. PCR reaction conditions were as follows: Initial denaturation — 2 minutes at
95°C; 35 cycles at 95°C — 1 minute, 56°C — 1 minute, 72°C — Amplicon specific*; final elongation — 7 minutes at
72°C; hold 4°C. Bands were then resolved on a 1% agarose gel in order to determine if the appropriate band was
amplified.

* For Amplicon 1 and 4extension time at 72°C -3 minutes. Amplicon 2 and 3 extension time at 72°C -30sec,
Amplicon 5 extension time at 72°C -2 minutes.
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T-DNA Border B
RB7 MAR

Histone H47A48 3' UTR

-

pDAB8264
Ori Rep 16018 bp

T-DNA Border A
\/

T-DNA Border A\//

T-DNA Border A W\ i :
7%\,74@

AtUbi10 Promoter

AtuORF1 3' UTR AAD-12
PAT AtuORF23 3' UTR
CsVMV Promoter
Figure 1 Plasmid map of pDAB8264 containing the 2mEPSPS, AAD-12 and PAT

expression cassettes



Histone HAA748 Promoter
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AtUbil0 Promoter
AAD-12
AtuORF23 3' UTR

CsVMV Promoter

PAT
AtuORF1 3' UTR

T-DNA Border A

3' Border

RB7 MAR
5' Border ;

> Amplicon 1 > Amplicon 3 — Amplicon & — Amplicon T
1727 bp < 2359 bp <— 2253 bp <~ 2336 bp <~
Primer Primer Primer Primer Primer Primer Primer Primer
4406-F1-F 4406-F1-R 4406-F3-F 4406-F3-R 4406-F5-F 4406-F5-R 4406-F7-F 4406-F7-R
Amplicon 2 Amplicon &
2049 bp <~ 2240 bp <«
Primer Primer Primer Primer
4406-F2-F 4406-F2-R 4406-F6-F 4406-F6-R
— Amplicon 4 — Amplicon &
2188 bp <~ 2426 bp E o
Primer Primer Primer Primer
4406-F4-F 4406-F4-R 4406-F8-F 4406-F8-R

The schematic diagram depicts the primer locations and cloning strategy for full length
sequencing of the DAS-44406-6 soybean from 5’ to 3’ borders. The cloning and sequencing
resulted in 1494 bp of 5’ flanking border sequence, 1885 bp of 3’ flanking border sequence, and

10280 bp of T-DNA insert.

Figure 2
44406-6 soybean

Schematic of cloning the flanking border sequences from the insert in DAS-
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Estimated deletion region in parent locus of Maverick

5' Border of DAS-44406-6 3'Border of DAS-44406-6

— Amplicon 1 — Amplicon 5
2658 bp <+ 1812bp «
Primer Primer Primer Primer
M-F1-F M-F1-R M-F5-F M-F5-R
Amplicon 2
- — Amplicon 4
340bp €= . 3139bp . <~
: . Primer Primer
Primer Primer
M-F2-F M-F2-R M-F4-F M-F4-R
Amplicon 3
-
-
519bp
Primer Primer
M-F3-F M-F3-R

The schematic diagram depicts the primer locations and cloning strategy for the corresponding
parental locus of the DAS-44406-6 insert in Maverick. The cloning and sequencing resulted in
1494 bp of 5° flanking border sequence, 1885 bp of 3’ flanking border sequence, and 4383 bp of
the estimated deleted region by T-DNA insert.

Figure 3 Schematic of cloning the flanking border sequences from the parental locus in
Maverick soybean
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Lane  Fragment Expected Size Observed

(bp) Size (bp)

1 I\ja':kBe " n/a n/a

2  Ampliconl 1727 ~1700
3 Amplicon 2 2042 ~2000
4 Amplicon 3 2359 ~2400
5  Amplicon 4 2188 ~2200
6  Amplicon5 2253 ~2300
7 Amplicon 6 2240 ~2200
8  Amplicon7 2336 ~2300
9  Amplicon 8 2426 ~2400

PCR amplification of the six individual fragments cloned to determine the DNA sequence and
insertion site for DAS-44406-6 soybean. All fragments amplified the expected size as seen on
the 1% agarose gel.

Figure 4 PCR amplification of the fragments used to determine the T-DNA insert and
insertion site for DAS-44406-6 soybean
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Lane  Fragment Expected Size O_bserved
(bp) Size (bp)
1 I\jalriz , n/a n/a
2  Amplicon 1 2658 ~2700
3 Amplicon 2 340 ~300
4 Amplicon 3 519 ~500
5 Amplicon 4 3139 ~3100
6  Amplicon 5 1812 ~1800

PCR amplification of the six individual fragments cloned to determine the DNA sequence and
insertion site of parental locus in Maverick. All fragments amplified the expected size as seen on
the 1% agarose gel.

Figure 5

PCR amplification of the fragments used to determine the DNA sequence and
insertion site for Maverick soybean
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AtUbil0 Promoter
Histone H4A748 Promoter AAD-12
AtuORF23 3' UTR
TPotp C CsVMV Promoter
2m EPSPS PAT
Histone H47A48 3' UTR AtuORF1 3' UTR

RB7 MAR T-DNA Border A

5' Border 3' Border

T- DNA Insert (10280 bp)

A. Insert and Flanking Borders of DAS-44406-6

5' Border 3' Border

4383 bp deletion of parental locus
in Maverick

B. Deletion site and Flanking Borders of Parental
locus in Maverick

Figure 6 Characterization of Insert and its Flanking Regions of DAS-444406-6 soybean.
A. Insert and Flanking Borders of DAS-44406-6 soybean.
B. Deletion site and Flanking Borders of Parental locus in Maverick
Green arrow indicates ORF.
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Table 1. List of primers and their sequences used in the cloning of the insert and border
sequences in DAS-44406-6 soybean
Primer Size
Name (bp) Strand Sequence Purpose
Amplification of the 5" border
4406-F1-F 23 Sense CCGCTEQ.’?‘(S.I'_A‘GA.‘I_GATCA and insert, Amplicon 1 with
4406-F1- R
Amplification of the 5' border
4406-F1-R 24  Antisense ATATEQ%’?_E%%ZAGAA and insert, Amplicon 1, with
4406-F1-F
TTGAACCACCCATGATT  Amplification of the insert,
4406-F2-F 22 Sense AAGCC Amplicon 2, with 4406-F2-R
. TTCACGATGGATGAGG  Amplification of the insert,
4406-F2-R 23 Antisense ATAACGA Amplicon 2, with 4406-F2-F
TTACAGCAAAGCCAGA  Amplification of the insert,
4406-F3-F 25 Sense ATACAATGA Amplicon 3, with 4406-F3-R
. CAAGTCCACCGCCAGC  Amplification of the insert,
4406-F3-R 18 Antisense cT Amplicon 3, with 4406-F3-F
CAGCTTGACCTTGCCAC  Amplification of the insert,
4406-F4-F 20 Sense CAG Amplicon 4, with 4406-F4-R
. GTAATGAAACCACCAC  Amplification of the insert,
4406-F4-R 24 Antisense TCAACGAA Amplicon 4, with 4406-F4-F
ATTGCGCCATCACATTA  Amplification of the insert,
4406-F>-F 22 Sense TTTGA Amplicon 5, with 4406-F5-R
. TGCCATCTGCCTTGACA  Amplification of the insert,
4406-F5-R 20 Antisense TG Amplicon 5, with 4406-F5-F
TCGTTCGATCCCAATTT  Amplification of the insert,
4406-F6-F 21 Sense CGTA Amplicon 6, with 4406-F6-R
. TTCACAAATGCCGAAC  Amplification of the insert,
4406-F6-R 21 Antisense TTGGT Amplicon 6, with 4406-F6-F
GCCGACCCAGCTTTCTT  Amplification of the insert,
4406-F7-F 21 Sense GTAC Amplicon 7, with 4406-F7-R
. TTACATCACAACTCGG  Amplification of the insert,
4406-F7-R 21 Antisense CGACC Amplicon 7, with 4406-F7-F
Amplification of the 3' border
4406-F8-F 16 Sense TGTGCTTGCGGTCGCC  and insert, Amplicon 8, with
4406-F8-R
Amplification of the 3' border
4406-F8-R 22  Antisense TGTCCC?;@.ITSATTTGT and insert, Amplicon 8, with

4406-F8-R




Dow AgroSciences LLC
Study ID: 102117
Page 31

Table 2. List of primers and their sequences used in the cloning of the border sequences
and parental locus in Maverick
Primer Size
Name (bp) Strand Sequence Purpose
Amplification of the 5" border
M-F1-F 23 Sense CCGCTGAAGAAGATCA and insert, Amplicon 1 with
AGTGTGT
M-F1-R
Amplification of the 5' border
M-F1-R 24  Antisense CAATAACACACATTCG and insert, Amplicon 1, with
CCCTTCTA M-E1-F
AACAACAACGCCTTAT  Amplification of the insert,
M-F2-F 24 Sense CCCACTAG Amplicon 2, with M-F2-R
. GGTGGATGTGTGGTAA  Amplification of the insert,
M-F2-R 24 Antisense GACTCGAC Amplicon 2, with M-F2-F
M-E3-F 24 Sense GTCGAGTCTTACCACA  Amplification of the insert,
CATCCACC Amplicon 3, with M-F3-R
. TTTCAAATCAATTTCAA  Amplification of the insert,
M-FS-R 26 Antisense GAGATAGCG Amplicon 3, with M-F3-F
M-E4-F 24 Sense TATGAAAGAGGAAGGA  Amplification of the insert,
GAGGGAAA Amplicon 4, with M-F4-R
. TCCAAGGAAACCAATT  Amplification of the insert,
M-F4-R- 25 Antisense TCTAAATGT Amplicon 4, with M-F4-F
Amplification of the 3'
M-F5-F 21 Sense GGTCGCCCAGTTGTGA border, Amplicon 5, with M-
TGTAA F5-R
Amplification of the 3'
M-F5-R 22 Antisense TGTCCC.%-Q::_—SATTTGT border, Amplicon 5, with M-

F5-F




Figure 1.
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Sequence of the 5* flanking border region through the T-DNA insert and into the
3’ flanking border region for DAS-44406-6 soybean (border genome sequences
are under lined; 3 bp insertion is in bold at position 1495-1498 bp)

CCGCTGAAGA

AGATCAAGTG

TGTGAACCAA

AGTGAAAATA

ATGTTTAGAA

GCCAACACAG

TGGACAATTT

TGATTTCTGG

TTAATGGGTG

TATTAAAAAT

ATCAGAAAAC

TTTCAAATAT

CTCGAGCAGG

CAGTTGGGTT

GCCTAATCCA

TCACTTGATC

TCAAAGATTC

TTGTTGTCAA

GCTTCGATGA

GTAGCGAAAC

CTACCGTGTG

GGCTCTAAGC

TTTAGGTTGC

CATTGACGAT

CTTGACACGA

CATATGACCT

ATGATAGCAA

TTCAAACATG

GTTCATATCA

GCTGAGTTGC

AGACTTAGCT

GCTAGCATTT

CACGTTGTGA

ATGCAAGAGG

AAAAATACAT

AGAAAAAGAG

GGAACAAAAT

TGTTAACCCT

CCATATGTAC

AGGTTTTAGC

CTCAATTTTA

CCCATTGATT

GATTTATTAT

TGAAAAGTAA

TCACTTATCA

GAACCAGAGT

TTGTAATTCA

GCTTGTATCG

TACCATCTAA

TATCTTAGTC

AAATTTGTGT

ATAATAAGTA

TTTAAATGTG

AGTCTCTTTT

ATTTAATTAG

TTTAAATAAT

TGGAATACAA

TTGGCAAATG

GGCACTTCAA

CTATAATTAG

TGAATTGATT

TAGTTGACTG

TTATGAAGTA

TTTTACTTAA

GTTAGTAATA

GTAGAGTGAT

GTTTGATGAA

TTAAACTTAA

GATTGGTTGA

AGTTATTGAT

CTCACTGGAT

CCATAGTTTG

GTCTGTGGGA

TTGCATCTGA

AACGGATCAT

ATGGTTTTGT

TTTGTGACTG

AATTGTGGCA

ATGTAACACC

TGGACTTTTT

CACAACTATT

GTATAAATCC

AGTATATCTC

ACGTGAATCT

GAAATTAGTA

GCATGCTTAA

CATATAAGTA

TCGATTTATC

TAATCAGTTT

CCATATTTAT

GAAAACTGCA

CTGTTGAAAA

TTGTGCAAGC

TTAACATACA

AGTAATGTAA

TCCACAGTAC

GAAAAATGTG

CAGGTTCTTA

TTTGTGCTCC

ATAATTGTTT

CTTGATTCCG

ATCAAAGCAA

GAGCATCCAG

TCTCAAAATT

TTGTCTTCTC

AATTCACTCA

TTCATCAAAA

TCAGCAGTTT

TATGCATCAA

CAAGCATGGA

ATGTTGAACC

ACCCATGATT

AAGCCCCATA

TCGTTGTGTT

GAGATAACTA

TCACCTGAAG

TTGTCTTATA

AAAAACACAT

CTGAATACTT

TTATAATCAT

ACCTTTCTCG

GCCTTTTGGC

TAAGATCAAG

TGTAGTATCT

GTTCTTATCA

GTTTAATATC

TGATATGTGG

GTCATTGGCC

CACATGATAT

TAAATTTATT

TTTTGAAGGG

TGGGGCCTGA

CATAGTAGCT

TGCTACTGGG

GGTTCTTAAG

CGTAGCCTGT

GTCTTGCACT

ACTGCATGGG

CCTGGCGCAC

CCTACGATTC

AGTGTATATT

TATGTGTGAT

AATGTCATGG

GTTTTTATTG

TTCTTGTTGT

TTCCTCTTTA

GGAACTTACA

TGTAAACGGT

AAGGTCATCA

TGGAGGTCCG

AATAGTTTGA
CTCTTAGCCG
GCCGCGATTA
AGTAAAACAA
ATATGCCTTT
TATTTGCGAC
ATTTTTATTA
GTTACTAAAA
CCTATCAAAA
AATTTAAAAT
TATACTTAAT
AATTAGTCAA

AATTAGAAAG
TACAATATTA
AAAATCTCAA
ATTCGAACCA
AAGACTTTTT
TCTTCTGGCA
ACTTTAAATA
TGCGTCAATC
TTCTTATATA
TAAATAGAAC
TACTAAATTT
ACGACTAAAA

CTCGCAATTG
CTCACCGGAT
TTATATTTGG
AACCAAAATA
ATAGAATTTT
TGTAATATTT
ATTGGTTGTA
TCTTTGTTCT
TCTTTTTCGA
ATATCATTAT
GGTTAACTTT
TAAATAAATA

AGGTCTACAG
CCTAACCGGT
TCTAATTTAG
TAAATATATA
CTTTAAAAAA
CGTTAAATAT
CGATCACTTT
TCCATATTCA
ATTTGAAGTG
TTAGGTATCA
GAAAGTGTAC
TCATGTGTTA

GCCAAATTCG
GTGATCATGG
TTTGGTATTG
GTTTTTATAT
TATCTAGAAA
GAAGTGCTCC
CTTATCAAGT
TATGTCAAAA
AAATTTCGAT
TATTGATTTT
ATCAACGAAA
TTAAGAAAAT



2101
2151
2201
2251
2301
2351
2401
2451
2501
2551
2601
2651
2701
2751
2801
2851
2901
2951
3001
3051
3101
3151
3201
3251
3301
3351
3401
3451
3501
3551
3601
3651
3701
3751
3801
3851
3901
3951
4001
4051
4101
4151
4201
4251
4301
4351
4401
4451
4501
4551

TCTCCTATAA
TTTTACTAAC
AAATAATATT
CAAAACCGAA
ATAAACCGAA
ATATTTCAAG
CAAAATGAAT
ATGTGGTGGT
TTAATAATTT
GAATACAATG
AATATTTTTA
TTTTTTGTTC
GCATGTAACT
GGAACTTCTT
AATGTCCCCG
CAGAATATAG
ACGATTAGAC
TCAAGTTGCT
TCACTGTTAC
AGTCGGTTTA
GTAGCTTTGC
CCCTTTCGTT
ATTTGAGGTC
AATTGAAGCA
TAAAGTGAAA
GAAGAAAAAG
ACGCCAAACC
AGAAAACACA
TTGACGAAAG
GCACCCAGGG
AGAAAGCCAT
TTCAGCTTCT
AGATGCTCCC
TCTCCTTTAC
GCAAAGAGGG
CATGTTGACA
GTGGGCCAGT
ATCATCTCCA
GCCACAACCT
AGAAATAGCT
GACTTGTATT
ATGCTCTGCT
CGTACGGAAT
AGAGCCAAAG
GGAGCCAGAC
CACGAACAGG
AGCTGCTTCA
TGGTACTCCA
CTGCTGTCAA
ACTTCCTCTT

GAATATTTTA
ACATATATTT
CATCTAACAA
CCAATCCAAA
CCAACTCGGT
ATATTATTAA
CAAGCCTATA
AATATGTAAT
CTGCTAGGAA
AACCATAAAG
AAAAAATACG
TTAAACAAGC
ATTATGCTCC
CTGAAAATAG
ATCAAATCTG
AATCTTTGTT
TATGATTTTC
CAATCAAACT
ACTTTAACCA
ACTCATATCC
TCATTGTCTT
ATCCTCATCC
AAAAGTCGAA
ATTTTCACCA
CTTGATTCGA
CGTAATTACA
CAATACAAAA
AACGCGGATC
TGCTCAGCAC
TCCCGGATGG
CGCCATCCTG
CCGGCGGCGT
AGCTTGGTTA
TCTCCAGGAA
CAACCACAGC
TCAATCGCCT
AACAGTTACG
GTACCTCAGC
TCCACAGTCA
TGCGCTTGAG
TTTGACCTCC
TTCACACCAA
GGAGATTAAT
GAGCAGCCAT
AGCTTGACCT
TGGGCAGTCA
ATCCGACAAC
TCAAGCACGT
GGACCGCATT
TAGCATCCTC

ATAGATCATA
ACTTATCAAA
AAAAAAAACC
CCGATATAGT
CCATTTGCAC
GTTAACGTTG
TGGCTGTAAT
TTACTTGATT
GAAGGTTAGC
TGATTGAAGC
CAATGACTTG
ATCCCCTCTA
CTTCGTTACA
TGGCCACCGC
AGGGACGTTA
CTGCTCTAGC
ATTCAATAAC
TGTACCGGTT
AAATCGGTTT
GTACCAATGC
CTACGGGAAC
ATCGTGAAAT
TTTCATGTTG
ATTTAATGCC
TTTATATTTC
CATAACAAGA
GTAAAACGCA
GGGGGATCCA
ATCGAAGTAG
TGACGGGGAC
TGGTCGTCGT
GATGATGCAG
GCTCCGTCCG
GCCACGTCTC
AAGAGTCATG
TGAGGTGTTT
CTAGTCTCGG
AAACTTCACA
CAGTCCCTCC
GCATCACCTT
CTTAATGTAG
AACGCTCCAT
TTATCAATGA
CAGCAAGGCA
TGCCACCAGG
GTGCCAAGGA
CAAGTCGCCA
AAGTTGCATT
GCGATTCCAG
AACTGGGAAC

TGTTTGTAAA
AATTTGACAA
AGAAAATGCT
TGGTTTGGTT
CCCTAATCAT
TCAATATCCT
ATGAATTTAA
CTAAAAAAAT
TACGATTTAC
TCGAAATATA
GAACAAAAGA
AAGAATGGCA
AAAATTTTGG
TTAATTAAGG
AAGCGATGAT
TTTTCTTCTG
CAAAATTCTG
TGTTTCGGTT
ATGTCTTAAT
GACGTCGTGT
TTTCCCGGAC
CAGGAAATAA
TCTCTTCTAT
AAAATTTAAA
AACCGAAACT
ACGCTACCGC
GACGCTTAAG
CTAGTTCTAG
TCGGGGAAGG
CTCGGCACAG
ACGTGTCGAT
TAGTCCGGCC
GATCGCAACC
TGATGGCTGT
GCGACATCAG
CCTCCCAAAT
TCCATGTAAC
TCACCCTGCA
AGTAATTGCA
CAACATAGGC
AATCTGTCCC
CAATCTCAAT
TTTCAATCTC
CTCAAGTACT
TAGCCCTCCG
AACAATCAAC
ATGGGTCTCT
TCCACCAGCA
CATTCCCCAA
TTTCCACCAC
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AAAAATTAAT
AGTAAGATTA
GAAAACCCGG
TGATTTTGAT
AATAGCTTTA
GGAAATTTTG
AAGCAGCTCG
ATCCCAAGTA
AGCAAAGCCA
CGAAGGAACA
AAGTGATATA
GTTTTCCTTT
ACTACTATTG
CGCGCCGACG
AAATTGGAAC
TACATTTTTT
AAGTTTGTCA
TTATATCAGC
AAAGGAATTG
CCGCGTTTCA
ATAGGAACCG
ATGTTCGAAG
TTAGATACAA
ACAACGCTGA
GCTGAAGCAA
AAACTACTAA
TGAGAAACCC
AGCTTAATTC
TCTTCCGGGT
GCGGCAAGGG
CGCCGTCACG
CTTCCTCAAC
ATCCTCTCGG
CGGGCCATCG
GCATCTTGTT
GGCTCCCGCG
CTTCGCTCCC
AACTGGTGGT
GCACCAGCCA
ATTTTTAGGG
AGCTATCAGA
GTCATTTCGA
CACATCCCCA
GACTGCTGAT
ATTCCATTGA
ATCTGCACCA
CCCTCATTCT
GCAGTAACAG
GAAGAGCTGC
AGCCAACAAC
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4601
4651
4701
4751
4801
4851
4901
4951
5001
5051
5101
5151
5201
5251
5301
5351
5401
5451
5501
5551
5601
5651
5701
5751
5801
5851
5901
5951
6001
6051
6101
6151
6201
6251
6301
6351
6401
6451
6501
6551
6601
6651
6701
6751
6801
6851
6901
6951
7001
7051

TACAGCTCTT
TCAAGGCCCC
ACCACTGTTG
AAGCGACTTG
GCTGCAGCAC
TTGCTGACGT
GGCGGTGGAC
CCATCATCAC
TCGAACTTCT
TCCACCGTTG
GGAAGGCGGC
TGAGCAGGGG
CATGGGGATC
TCATTATCCA
CTTAAAACCC
GGGGCAAAAT
GACAATCGCA
AAAACGATGA
CAGGTTTATC
GGAATGGGAC
ACAGTAACAG
TCTAATTACA
GATAAGCTTG
GAAGAACGGT
ATAGGCAAAG
ATCTAACGGC
CCGTCGATCT
AGTGATAGCC
TAGGGTAATG
ATCACATTAT
TTACAAGTTA
TTGTAGTAGC
GTTAGTATTA
GGTATTGCCT
TATACCAAGT
TGAGAAACTA
TACATAAGAG
CTCACAAATA
GTTGAGTGGT
TGCTCTGGGA
TTAGTGTATC
GGGGCGCGCC
AGGCTCCGCG
TCAGGATATT
TGATGATCTA
AGAATGTTTT
TATTGGTCAT
TAAGATCCAT
AACCACTTGC
CATTATCCTA

TTGGCAGCTT
GAGCATGTAG
TCCCCTCGGA
GACCCCGGCA
GATCTCCTCG
TGCCGAGGCT
TTGAGCCCCT
GGTGGGCGCC
TGTTGCCGTA
CTGGGAAGGG
GTTGGACTTA
CGGTCCGGCT
TGCGCATTTA
TAACTAAATT
TAATCCAGAT
TGACTCGAAA
CACAGACAAA
AGAATGGATC
GATCCAGCAA
AAAACCCGAA
AAAAAACATT
AACAAATCAT
GATCCTCTAG
TAAGAGTAGA
ACGGAGAGTC
TGAGATATCG
GTTTTAATCG
ACTAAGAATC
AAGCGGCAAT
TTGAAAATTT
CAACCGAAAA
TTAATGTATA
TCAAGTTATC
TCTTTCGACC
TATCAATTGT
TAGACCACAA
GTTTTAAAAT
CAAACAGAGC
GGTTTCATTA
ATCATCTCAG
CATGCCTCGA
ATGCCCGGGC
GTGACTGACT
CTTGTTTAAG
GGACCGGATA
GTGTATCATT
TGGACTGAAC
TGATATATGA
CTTTTTTAAC
TGCAAATCAA

TGTCCGCTTC
TGGACATCCT
CAGGGCGGCG
GCTTGACGGT
GCGCCGGCCA
TCTGGAGGAG
GGAACGGAGC
ATAGACAGCG
GGCCGGCCAC
TGGAGAAGTC
AGGCCGGTGA
AACGGTCGCG
ACAAGAAATT
TTGAAGAAAT
GAATCGTTAT
ACCCTAGTTC
TCTGGTTATA
ATCCAATAAA
ACTTAAAAGA
ACTCTATTGT
AAAAAGTAAT
ACCTGTTCTT
AGTCGAGAGA
TTTGGGTGAG
TATTTTTTGA
ATCCGTGTGT
ACGGTTCATA
GTCTTTTGTT
ATTTTGGAAC
TCACATGCTT
AGATTTATAA
TTGATACTGG
GTATTGATAT
ATAAATATCA
AAATGGGATG
GAACACACTT
CACATTAACA
ACACGACATG
CAATTGTGTC
CATCAAAGAT
CTCATATTTC
AAGCGGCCGC
GAAAAGCTTG
ATGTTGAACT
AGTTCCCTTC
CTTGTTACAT
ACGAGTGTTA
ATTAAATAAC
GAGACTTGTT
TAATCATACA

GACAGAGAGA
CACTGTTCAG
AGTAGGAGGA
GCCGGAGATC
TGCACCGGAT
CGGCGGGCGA
GACGGCGGTG
GCGGCAGGTA
ACCTGCATAC
GTTAGCCTTC
ACGGAGCCAC
ACTGAGGAGG
GAACAGTCAA
TGGAATACTA
CGAACCAGAT
TCGATACACG
CAGAACTTCG
TCGACTAGAC
CGGACCTTTA
CGTAAAATCA
GGAAAGACCT
CGCCTGAGGG
AATTGATGTC
AAAGATGTGA
GCAATCAGAT
ACAATAAAAT
TTAGTGATCC
TTACATGTGG
TCGGAAAATA
TTATTTTAAA
TATAGTGATT
AAAAACAATG
TGATATTGGA
CCAAATTTAC
TCAACATTTT
CAATAGATAA
AAAATAATTA
TCAAAGCCAC
ACTTGCAGCA
CATGCTCACT
TCCTCGACAT
ACAAGTTTGT
TCGACCTGCA
CTATGGAGGT
TTCATAGCGA
TGTTATTAAT
AATATGGACC
AAGAATAAAT
CACCAACTTG
AAAATATCCA

Dow AgroSciences LLC
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CCAAGAGTCC
CAGGTTATCA
TCCGGTTGGA
TCCTTGATGG
CCTTCCGCCG
CGGGGAGGCT
GCCGACGAGG
CGACAGCGTC
ATTGAACTCT
TTGGTGGTGG
CATGTTGGCC
AGATCGAAGC
TTGGGGATTT
AACGTCACCA
ATAACCAAAA
GCTAGGTAAT
AAGCAAGAAA
TCAATCTTCA
TTTTCAAACT
GATCGCGGAG
AAACCCCTGA
GTTCGAAATC
TGTAGAAGAA
AATTGTTTTT
CGCATATTAA
GATGTATAAA
GCGTGATGGC
CGCCACAAAT
AAATTGCGCC
AACCCACGAA
TATACTAATT
ACAATCATAT
ACATACAATG
AAAGTTTGTG
AATTTCCCTT
AGTAACTATT
CCAACCGGCA
AAGTAAATTC
CAAACTATCT
TCAGGGGAAC
GCATCCTGCA
ACAAAAAAGC
GGTCAACGGA
TTGTATGAAC
ACTTATTCAA
GAAAAAATAT
AGGCCCCAAA
CGAGTCACCA
ATACAAAAGT
ATAACACTAA
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7101
7151
7201
7251
7301
7351
7401
7451
7501
7551
7601
7651
7701
7751
7801
7851
7901
7951
8001
8051
8101
8151
8201
8251
8301
8351
8401
8451
8501
8551
8601
8651
8701
8751
8801
8851
8901
8951
9001
9051
9101
9151
9201
9251
9301
9351
9401
9451
9501
9551

AAAATTAAAA
TACTTTTCCA
ATGGCAAAAA
AAAATACGAA
CAATTTTCAG
AAATATAAAT
ACCGTTAGAA
TGGTTGCAGC
ACTTTTCCTC
GTAAACAACG
CGCCTTAGCT
TCTATAAAAC
CTCAAAATCT
AATTTCTGTG
ATCCCAATTT
GAAGACGATT
AGGGTTTCAT
AATAATTACT
TAGTTTGTGC
GAGATCTCCA
CTTGGGTGCC
GTTTCGCTGC
CCTGGGCAAC
TGGAGCAATT
TCAAGGCAGA
ATGATGAAGG
CATGCCAGTC
CAGTTGGGGG
CTTGATGAGG
CCTTGTGTAT
CCTACATAGG
GTCAAGGTGC
TGCCCATGCC
AAGGACTTGT
TGGGCTGCTG
TGCTGAGCCC
TCGCTGGACG
TTAATCACCT
TTACTGTTTT
ATCTATTTAG
TCTGCTATCA
GGATTGGTAT
TGTGATTGAG
TTATTTGAAA
ATACAAAGAC
TGAATATTGA
CAGCCCAAAT
ATCATTCATT
GCGGCCGCGC
AATTAAATTT

GAAATGGATA
AGAAATTCAC
AAAACAAAAA
ATACGCTTCA
CTCCACCGTA
CGTAACGATC
ATTGTGGTTG
CGGCACACAC
AACCTAAAAA
CTCAATACAC
TTCTCGTGAC
AATACCCAAA
TAAAAACTTT
TTCCTTATTC
CGTATATGTT
TTCTGGGTTT
AAATATCATC

ATTTCACAAT
TGATTTTATA
GGAAAAGAAA
ATGCAGTGGG
TATTTAAAAA
GTTAAATCTC
TCGACGAGTC
GAGTCGTGTT
TAAGGCAATT
GTGTCATTTT
CTAGTCGTCC
GCTTCTTCTT
CTCTCAATTC
TCTCAAAATC
CTTTGGTTTA
GATCGTTAGA
CGATTTGTTC

CTTCGATTTG
GATCGAATTT
TGGCTCAGAC
ACAGTCACTG
CCTCCATGCA
ACCTCAGCAA
GAGAGGATTG
TGGCACAGTG
TCATTGTGGG
ATGGCTCAAG
CAGAACCTGC
CAACCCGTGC
TCTCAGAGCA
TTATGGCATG
ATCCTGAGAC
ATCCCTGGCA
TGACTGGGCC
GAGATGTGGT
TGGGATTTCA
CCCAGAAACT
AGAGCTCGGT
GTTAAATGCA
AAATACACAA
TAAAAATTAC
TAAGGACGCT
AAGATCAGCG
ATTCATAAGA
AGATAAAGCC
GTAAGATCAC
GGCAGTTGAA
GTTTGTTTGG
GCCGACCCAG
AAATGCCCGG

TGATTTCTAT
GTCGATTAAT
CACTCTCCAA
GTGTTCACCT
GCCTGGCTTC
TGACCAACAG
GCGGAGGTGA
CGCCAGCACT
CAACATGGCC
GAGCTGTGTT
TTTGCTGACA
TCTTGTTCAC
AGTTGGGACA
GACACCACTG
TGGAAGGCCC
TGGATGCAGC
TGCCAGGCTC
TGTGTGGGAC
AGTTGCCACG
GAGGGTGCTG
CACCAGCATA
ATTTTGCTTT
TATTTTGTTG
AAAAAAATTT
TAAATTATTT
ATACGAAATA
AAAGCAAACG
ACGCACATTT
GGAATTTCTG
ATACTCAAAC
TTGCCTTTGC
CTTTCTTGTA
GCGTTTAAAC

ATGTTATACG
AGCCCACTTG
TAAAGCACGA
ACCCACGGTT
ATAAAACGAT
AACGGCTGGA
AGTAATAAAC
TATCAACTCA
AGCCAAAAAC
ATTATTAGCT
TCGTCTTTTC
CACAATTCAG
TCTCTACCGT
TTCGATTTTG
GATTCTGTTA
TATCATCTTA

Dow AgroSciences LLC
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ATAAAGAAGT
CATTAGATAA
AGAATTCTAG
CAATTATTGC
AATGCTAAAA
TCTTATGACG
GGCGTCAAAG
AAGCACAAAT
AACTTTGCGT
ATTGCTTCAC
TTCTTCTTCT
ATTTCAATTT
GATCAAGGTA
TTTTCGTTCG
ATCTTAGATC
ATTCTCGATT

AAATAATTTG
CTAGATCTGG
CTGAGTTTTT
ATCACACCCA
TGCCACACTT
AACATGCACT
ATTACCTTTG
CATTGTTGCC
CTCCTGCTGA
TGGCACGCCG
CAGCGCAGAA
TGAGGGCAGC
CAAAGGTCTG
TGTCCAACAG
CAACTCCTCT
AGCCTCTTGA
TGAATCAGAG
CCAGAGTCCA
AACCGCTGTT
TGTGATGTGG
CCTTGGTTTG
ATTTTTATTA
CTCGGGATTT
CAGGCTTGCT
TATTTGCCTC
GTCGGGTCAC
TTCGTAGTAC
TTACATGAAT
AGGATATTGG
ACAGGAGCAT
CGCCCCATAT
CAACATGGGA
CAAAGTGGTT
GCGGCCGCTT

AGTTTTGTCG
TGTTAGTTTC
CTGATTAACA
CTGGTGCCAC
GACGATGCTG
CTTGATCTTC
CTAAACGCTT
ATATCCAATG
GTGGGATGAC
ACTCAACCTA
GTTGTCCCAG
CTACGATGCC
CTCGTCACTC
GCCGGGTCAG
CAGACCATTG
TCGGCCGCCA
CGCTTCCTTG
TGCTCACCAA
TGCTCCACCG
CACTCCAGAC
AGTAGTTAGC
ATGTACTAAA
TAATATCAAA
GGAGAATCGA
AATTATTTTA
TACGCATCAT
TATCGATAAT
TGATGAAACA
CCGAGATTAC
GTCTTCAATT
GCAGGAGCGG
GTCCAAGGTT
GCGGCCGCTT
AATTAAGGCC
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9601

9651

9701

9751

9801

9851

9901

9951
10001
10051
10101
10151
10201
10251
10301
10351
10401
10451
10501
10551
10601
10651
10701
10751
10801
10851
10901
10951
11001
11051
11101
11151
11201
11251
11301
11351
11401
11451
11501
11551
11601
11651
11701
11751
11801
11851
11901
11951
12001
12051

GGCCTGCAGC
CCAATGTTTA
GCAGATCAAT
TACAGATACA
ATTGAAAAAG
TGACGACAAC
CATAGAGGAC
TCACAAAGGA
TCATTTTTGC
TGAAAACAAG
ATACAACTTC
AGGAGACCAG
TTGTGATATC
CAGAGCCACA
GATAGATACC
TGCTTACGCT
AGAGTACTGT
ACATTGTACA
TGTGGTTGCT
AGGCTTTGGG
CATGGTGGAT
AGCTCCTCCA
GCTTGAGCTT
CCGCCAGTGT
GGCAATAGCT
AGTTGCGGTG
CCAAGGTGAG
TAAGGTGCAG
AGATATGTTG
ATAATCAGTG
GCCGTATGTA
CCAGGATGAA
GGAATTGAAG
ATGTATTTGA
TGTAAAGAAT
AATAACAAGT
CAAGTTTAAA
TTGCCGTAGA
CCGGGTTTCT
TGCACATAGA
TAGATTGTTT
GTATCAAACG
TTAAGTTGTC
AGCCAGCCAA
AACAAGGCAA

AAACCCAGAA
CGGGAAAAAC
ATGCGGCACA
AGATCCTATA
AAGAACCAGG
AATGAAAAGA
ACATGTAAGG
ATCTTATCCC
CCTTGAGTTT
AAAAAATTTG
AGAGAAATTT
TTGAGATTAG
GTTAACCATT
AACACCACAA
CTTGGTTGGT
GGGCCCTGGA
TTACGTGTCA
CACATTTGCT
GTTATAGGCC
ATACACAGCC
GGCATGATGT
AGGCCAGTTA
ATGAGCTTAT
GCTGGAATTC
TCTTAGCGCC
GGCAAGGCTC
GTGGGCTATG
AGGTGTTAGC
ATCCTACGTA
TATTCCAATA
ATCGGCGTCA
ATAATATGTT
TGTGCTTGCG
AAAATAAAAA
GATATCTTGA
CAGGTATTAT
TTCAGAAATA
TGAAAGACTG
AGTCACCGGT
CACACACATC
TTATGCATAG
GATGTGACTT
TAAGCGTCAA
CAGCTCGATT
CGACAACAAC

GGTAATTATC
TATGGAAGTA
TATGCAACCT
CTGCCAGAAT
CGAAGAAAAG
AGAAGATAAG
TGGAAAATGT
CCACTACTTA
TCCTATATAA
GTGTAAGCTA
GTAAGTTTGT
GCCAGCTACA
ACATTGAGAC
GAGTGGATTG
TGCTGAGGTT
AGGCTAGGAA
CATAGGCATC
TAAGTCTATG
TTCCAAACGA
CGGGGTACAT
TGGTTTTTGG
GGCCAGTTAC
GAGCTTAGAG
GCCCTTGACT
ATCCCGGGTT
TCTTTCAGAA
GCTCTCAGTT
GGGATGAAGC
AGGATATTAA
TGTACTACGA
CAAAATAATC
ATTATAATTT
GTCGCCACCA
TTTATGGTAT
AAGAAATATA
AGTCCAAGCA
TTTCAATAAC
AGTGCGATAT
TAGGATCCGT
ATCTCATTGA
ATGCACTCGA
CAGTACATTA
TTTGATTTAC
TACAGAGAAC

CAAGATGTAG
TTATGTAAGC
ATGTTCAAAA
ACGAAGAAGA
AATCTTGAAG
GTCGGTGATT
AAGGGCGGAA
TCCTTTTATA
GGAACCAAGT
TTTTCTTTGA
AGATCTCCAT
GCAGCTGATA
GTCTACAGTG
ATGATCTAGA
GAGGGTGTTG
CGCTTACGAT
AAAGGTTGGG
GAGGCGCAAG
TCCATCTGTT
TGCGCGCAGC
CAAAGGGATT
CCAGATCTGA
CTCGGATCCA
AGATAGGCGC
GATCCTATCT
AGACAGGCGG
CCTTGTGGAA
AAAAGTGTCC
AGTATGTATT
TTTCCAATGT
CCCGGTGACT
TTGCGATTTG
CTCCCATTTC
TCAATTTAAA
GTTTAAATAT
AAAACATAAA
TGATTATATC
TATGGTGTAA
TTAAACTCGA
TGCTTGGTAA
AATCAGCCAA
AAAACGTCCG
AATTGAATAT
GAATGTCGTG
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CATCAAGAAT
TCAGCAAGAA
ATGAAGAATG
ATACGTAGAA
ACGTAAGCAC
GTGAAAGAGA
AGTAACCTTA
TTTTTCCGTG
TCGGCATTTG
AGTACTGAGG
GTCTCCGGAG
TGGCCGCGGT
AACTTTAGGA
GAGGTTGCAA
TGGCTGGTAT
TGGACAGTTG
CCTAGGATCC
GTTTTAAGTC
AGGTTGCATG
TGGATACAAG
TTGAGTTGCC
GGTACCCTGA
CTAGTAACGG
CCAGATCGGC
GTGTTGAAAT
CCAAAGGAAC
GCGCTTGGTC
GATTGTAACA
CATCACTAAT
CTTTATTGTC
TTCTTTTAAT
GTCCGTTATA
ATAATTTTAC
CACGTATACT
TTATTGATAA
TTTATTGATG
AGCTGGTACA
TACATAGCGG
GGCTAGCGCA
TAATTGTCAT
TTTTAGACAA
CAATGTGTTA
ATCCTGCCCC
TGATATGTGG

ATACATGAAT

CTCACAATAG

AGTCGGGGTC

GCCGAGTTGT

GATGTAATCC

ATGGCATGGA

CATGGTGGCC

GATCGAAAAA

GAAAAAAGAA

ATGCATGTAT

ATGTGTGAAA

ATGAGAGTTT

TTTTTATCCA

AATAATAAAA

AAAAATTAAT

TATTTACCCA

AAAAATTATT

TACATGACCG

ATACGTACAC

TTTTTTCCTT

AGTTAAGAAA

CACCGATTTC

TTAATTACAT

TTTTTTATAC

ATTTAGAAAT

TGGTTTCCTT

GGAACCGATT

TCAAAATGTT
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12101
12151
12201
12251
12301
12351
12401
12451
12501
12551
12601
12651
12701
12751
12801
12851
12901
12951
13001
13051
13101
13151
13201
13251
13301
13351
13401
13451
13501
13551
13601
13651

CATTTTTTTT

TTCAAAACCA

AGTTAAGAAA

TCGGTTCCTT
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GGAAAACGAC

TTCTTAATTG

CTTTTTTTTT

TGTTTTGTTT

TAAAATTGTT

TGTATTTTTA

TTTTTTTTGT

TATTAATTGT

CTATATTTGT

GTTCTGTTTA

AATTGAAAAC

AATATTATTT

TTCATATGTT

GTTAATTCTT

AATTTCTTAT

GCATATTTTA

TGTTTTATCA

TTTTTTAAGA

GTTGAAATCC

TTTGTATTTT

TATTTTATTT

GATTATTATA

ATACATAATT

AAACAACAAC

TTAATTGAAA

TTAAAAAATA

TATATTTAAC

TGACAAGTTG

ACTTGAACTA

AAATATTTAA

ATTACAAAAT

AGATATGAAA

TTACAAACAA

TAGAACAAAA

TATTTAAATT

TGAAATAATA

CAACAAAAAT

TTTAAAATAC

AAACAATATG

GCATAAAATT

AATGTTGTTG

GCCTGAGCCT

ACACAATGGG

GGGAATGCGA

CACATGGAAC

ATCATTTTGG

TTTACCTGAT

TCTTGGATAT

CCATTTTGGT

GTGTATACGA

GAGGAGACAT

GACAACCTTT

AGAATTTCTT

TTCATTTTTG

GGTTGGGGCA

AATTCTTGGC

TTGTGACATG

GTGACCAACA

TGCTTCATTG

CACAATTTCC

CAAGTAATCA

TTTGTACATG

TTATAGATAC

TTTTCAGCGT

ATACACAAGA

TGTATGTAGT

TCCTATACTC

ATGGTGAGCA

TGCTTATAAA

CAACAACATG

AGAACAAAAC

ATGTGCATTT

TTTGAAATTT

GTCACAGTCA

CACTACCTTT

CATCTAGCTT

GACCATGAAA

TTTCTCACTA

GTTGAATCTC

TCTCTCCAGT

TAATTGTCTC

CTAGACTAAG

AATTGTATGT

CGCATTAATC

GAACTCAAGA

ACAATGTGAG

AGTTTGCCTT

TTTCTGTATG

TCTTTCATAG

CCTTGTTTAA

TACTTTTGTA

TAAACTTCAC

CAAATGTAAT

CACTCTTGCG

ACTTCTCTCC

CCCTTTGGTT

GAACAATGCA

TTACACCTAG

TATAGGTTGA

TTTTACCAAC

ACACATTGCC

AGATTTTGTG

TTTTCTTGAG

TACCAAATTA

ATTAACTCAG

TGTCCCCATC

GCCAGCCACC

ATCCCATGCG

AGAGTCCACT

TTTCTTGTGG

AATCTTCCTA

AGCTAATTAA

TTGTTAGTTC

AGCTTGGCCT

TAAAACACAC

ATGACAAATA

TTTTTATTAT

AAAACAAACA

CCCAGTGATA

CAACAATGAA

CAACACACAT

GACAACTACA

AATCATTAAA

TAATACAATT

ACAATCAAAT

AATTTGGGGA

GGGGGTCTTC

AAAACTTGAT

TCAAGGTTCA

TTGTATCATC

GAGGTATTCA

CCCAAACCCT

CCAAATTCAA

AGAGCTTGCA

GAAACTGGTG

GTGGTTGTGC

ATATGTTTAT

GTGGGTGTGT

CTACGGTGAT

AACATAAAAC

TCAAGGCATG

TGAAGTTGAA

GAGTTTCCCA

AATATAGAAA

ACATAGTAAT

TATTTCCTCA

TCATCTTGCA

GCATACATGC

CCTGTACTGA

AAACAATCAC

CAACAAATGA

TACGGGACA
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Figure 2.
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Sequence of the 5’ flanking border region through the deleted region by DAS-
44406-6 T-DNA insert and into the 3’ flanking border region in Maverick (border
genome sequences are under lined; 4383bp deletion at position 1495-5877 bp)

CCGCTGAAGA

AGATCAAGTG

TGTGAACCAA

AGTGAAAATA

ATGTTTAGAA

GCCAACACAG

TGGACAATTT

TGATTTCTGG

TTAATGGGTG

TATTAAAAAT

ATCAGAAAAC

TTTCAAATAT

CTCGAGCAGG

CAGTTGGGTT

GCCTAATCCA

TCACTTGATC

TCAAAGATTC

TTGTTGTCAA

GCTTCGATGA

GTAGCGAAAC

CTACCGTGTG

GGCTCTAAGC

TTTAGGTTGC

CATTGACGAT

CTTGACACGA

CATATGACCT

ATGATAGCAA

TTCAAACATG

GTTCATATCA

GCTGAGTTGC

AGACTTAGCT

GCTAGCATTT

CACGTTGTGA

ATGCAAGAGG

AAAAATACAT

AGAAAAAGAG

GGAACAAAAT

TGTTAACCCT

CCATATGTAC

AGGTTTTAGC

CTCAATTTTA

CCCATTGATT

GATTTATTAT

TGAAAAGTAA

TCACTTATCA

GAACCAGAGT

TTGTAATTCA

GCTTGTATCG

TACCATCTAA

TATCTTAGTC

AAATTTGTGT

ATAATAAGTA

TTTAAATGTG

AGTCTCTTTT

ATTTAATTAG

TTTAAATAAT

TGGAATACAA

TTGGCAAATG

GGCACTTCAA

CTATAATTAG

TGAATTGATT

TAGTTGACTG

TTATGAAGTA

TTTTACTTAA

GTTAGTAATA

GTAGAGTGAT

GTTTGATGAA

TTAAACTTAA

GATTGGTTGA

AGTTATTGAT

CTCACTGGAT

CCATAGTTTG

GTCTGTGGGA

TTGCATCTGA

AACGGATCAT

ATGGTTTTGT

TTTGTGACTG

AATTGTGGCA

ATGTAACACC

TGGACTTTTT

CACAACTATT

GTATAAATCC

AGTATATCTC

ACGTGAATCT

GAAATTAGTA

GCATGCTTAA

CATATAAGTA

TCGATTTATC

TAATCAGTTT

CCATATTTAT

GAAAACTGCA

CTGTTGAAAA

TTGTGCAAGC

TTAACATACA

AGTAATGTAA

TCCACAGTAC

GAAAAATGTG

CAGGTTCTTA

TTTGTGCTCC

ATAATTGTTT

CTTGATTCCG

ATCAAAGCAA

GAGCATCCAG

TCTCAAAATT

TTGTCTTCTC

AATTCACTCA

TTCATCAAAA

TCAGCAGTTT

TATGCATCAA

CAAGCATGGA

ATGTTGAACC

ACCCATGATT

AAGCCCCATA

TCGTTGTGTT

GAGATAACTA

TCACCTGAAG

TTGTCTTATA

AAAAACACAT

CTGAATACTT

TTATAATCAT

ACCTTTCTCG

GCCTTTTGGC

TAAGATCAAG

TGTAGTATCT

GTTCTTATCA

GTTTAATATC

TGATATGTGG

GTCATTGGCC

CACATGATAT

TAAATTTATT

TTTTGAAGGG

TGGGGCCTGA

CATAGTAGCT

TGCTACTGGG

GGTTCTTAAG

CGTAGCCTGT

GTCTTGCACT

ACTGCATGGG

CCTGGCGCAC

CCTACGATTC

AGTGTATATT

TATGTGTGAT

AATGTCATGG

GTTTTTATTG

TTCTTGTTGT

TTCCTCTTTA

GGAACTTACA

TGTAAACGGT

AAGGTCATCA

TGGATGTAGA

AAGTTATCAC
ACTAAAATTA
GTTTACGAGA
AAAGAAATTG
TATCAAGTAC
ATAACCTCTC
TCTTCTCTCC
TCTCTACATG
ATAGGCGCTA
CTGTCGAGTC
CTACTTTATT

TGTAAATCTT
ATATGTTAAG
TAGGAAGAAA
ATGGGGTCGG
CATACTTCTA
TTATAGTCTT
ATCTGGTCTA
CCCAAACCAC
CTCCAACCCT
TTACCACACA
CTCATGTTGG

ACAATTTTAA
GCAAGAAATG
AGTCTCTATA
CTACATGGAT
TCCAAACCAT
TTTGGGTCTT
CTCTCCTCAC
CTAAGTCTAT
CTCTCTAATA
TCCACCGCAA
CTCTTGACCG

ATGGACTCTT
GTACTTCAAC
CCATGAGGCA
CAACTTCCGC
TAATTTCGAG
CCTCTGCCTC
TACAGAGTCT
TTTCCACCAT

TTGTCTATCT
ACATCTTAAA
AAAACTCTCT
CATAATGTTC
ATCCTTTTTG
GAATTGTTTG
ACCGGTCTTC
CTTCTCTACA

GCTTCGTTTC
CATCCTCATC
CCCAACATTC

TAATTTTATC
TCCGCTACAC
TGTTCCGTAC



2051
2101
2151
2201
2251
2301
2351
2401
2451
2501
2551
2601
2651
2701
2751
2801
2851
2901
2951
3001
3051
3101
3151
3201
3251
3301
3351
3401
3451
3501
3551
3601
3651
3701
3751
3801
3851
3901
3951
4001
4051
4101
4151
4201
4251
4301
4351
4401
4451
4501

AAAATCGCCG
CGGTACCTTT
ATCCTGCTTG
TGTATTACAG
GTCTCCTATT
TACATTCCAT
TCTAGAGCTC
CTCTCCAAGG
TCTCTTGAAA
TTTAGGGGTT
ATGTACCAGA
CTAAACATGC
GTTCAAAAAC
TCAAGGTTAT
CAAGAAATTA
CTTTATTAAA
TCTATCTGTA
ACCAGAACAA
AAATAAACCT
TGCAGAAGTG
AATGGGAAAA
CTTGTTTCGT
TTATGCTATA
CGATAAGCAC
CCTAAACCTG
CTGCAGATAT
CCCATGACCC
GCTTCCCAGC
GCCATAGTTA
GGGCGAATGT
CTATATGATG
AGTTGCTGCC
GTGAGGAATG
TGGTACTATA
CTTATTTGGT
AACTGACTAC
GATAGCAATT
TTTTTTTTAA
TTCTCATACA
TTTCACATAA
TCAGAAGCAA
CTAATTAGTA
AGAAAAGCCA
AAGGATAGAG
AAGTAAATTT
ACACTAACTA
TCTAACCGAG
CTGAGGCCTG
TTTGTGAGGC
TTCTAGTTTC

GTCTTACCGC
GCATCACATA
AATGCGATGA
ACCCAAGATA
TTCACCTCTG
ATACTCCGAT
GTCTCCAAGT
AGGACTATGT
TTGATTTGAA
TTTCTTGACT
TTCTCGTTCT
AGAGTCATCA
ATGGAATTCA
CAACATACAC
ATACCCTACA
TTCATATAAA
AAGATCTTGA
AAGGGAAATC
AGTAGTCCTG
AAGCTTTCTT
CAAACGATAG
GACCACATCC
AATTGAAAGA
AGACTGAACT
TATGTGCCAA
ATAACTTCAA
TAACTCTGAC
AGAGAGCTTC
ATGTATGGTT
GTGTTATTGG
TTGTTTTTGA
ACATGGTGAA
CATTAAAAAA
TTGATACTGT
ATCATTAATG
CAGTGACCAC
GTAGGAAGTG
ATGTAAAAAT
AGTTTAGTCA
TTTGTCCAAT
GACAGTCAAC
TGGGCCAGAC
GACTGTGAAG
AAATTGCATA
ATGAAACTGA
AACATCTTTG
GTGTGTCTAT
GGATTGGAAA
GTGGGGATAA
CATACCTGTA

AGTCCGATAA
ACACCCCCGA
TTCACATCCC
TTTAAACCGT
AGTTAGAAAC
TTGCTTCTGC
TTCCAACCTC
CATCTGCAAA
ACTATGTCAA
TTATTATTAT
TTAAATTTGT
AATAATGCTT
TCCTCAACAT
GTGAGTCATC
TGTCACAAAG
ATGGAGATTC
AGGACCGAAG
AGAAGCTGAA
TTCACCCTTT
AATATATGAA
AAGGCGAGCA
CATATCGAGT
GCTGCAATTA
ACTCCTTAAA
TTTTTGTAAC
ATGTTGCATT
ACTTAACCAT
ATTATGGAGA
CACATTTTGG
AAATTTAGGC
ACCTTTTGTC
CTGGTATTTC
AATTTAGATC
CCCTCTTGTT
AAAATTCACC
AACCCTCAAA
GTTATATTGG
TTCACAGATA
AGTATAAAAA
TTCATTGTTC
AATATTTTAG
TGTGAAGGGA
GGAGATTACT
AGAGGGAGTA
TACAAGCTAT
CGCTTGGGAC
TGCTGGTTGA
TAGTCCTAAG
TCTATGTGGG
GAGTTTAGAT

AACTTTCCCT
TGCTTTTCTC
CTTCAATTTC
GTGACTTGAG
CCTCCTTCTT
TTAGGCGAAA
TCATTCAACT
AAGCATGCAT
AGGTCCAATA
TAGTGCACAC
AAATAATATT
ATGTTTTGCT
CTCTCTCGGT
ATTTCAACCT
AACACAAGTC
TTATGAAAAA
ATAATTGTAA
TAATGAGGTG
GTAGTATGCT
AGAGGAAGGA
TTATGGATAT
AAATAAGTGG
GTTTTAATCA
TAAATAATGT
AGGGTCTTCA
TGATTACAAT
AATTCCCATT
GAGGACATAA
ACCTTGGACA
TTGTTATATT
AATTTGCTAT
TAAATCCAAA
ACTTGAAACA
TTCTGCTTTT
AAACAAATGC
CTTGAGACTG
CTATGATTTT
ACTTTAATGT
TTTAATGTTT
ATTAGCATAC
TGGCTGACTG
GATTGGAGAT
ATACATAGAA
AGAAAATTAC
TATAAAAGGA
AATAACGCAG
AAACTATTTT
ATAATAGTTC
GAATGGTGAT
ACCTCTTTGG
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TTAGCTTGAT
CATTTCATCC
CCCATCATCC
GGATAATATG
TTGTTGAACT
GCCATGTGTT
CCTCCCTCGA
CTCGGCGCTA
TTGAAAGAAT
ACACTGTAAC
TTTTTTCTTT
TCTTCTATAG
AACTTATGAA
TTCAAAATCA
AAATAACTTA
CAATAATTTC
AAAGAACTGA
AAGAACTAAA
ACGAACTTGT
GAGGGAAAAC
GTCTGTCTGT
AAATAAATGT
TCGAGCCGTG
GTTCTTGTCA
AAAGAGGACC
TTCATTCATG
CATAACCACT
CTAGAGCCTT
TATCATAGAA
TGATGCTCAT
TGGTTGGTGC
ACTAACAATA
TGTTCTAGTT
TTCTGTAAGT
ATCCAGTGAA
TTACAGTCTC
GTAAAAATGA
TATCTATGTA
TTAGCATATT
GATAAAGTGT
GTTGGCAGTG
TACCATACAT
AAAAAGTTCA
TCATTGGCTG
GTTCTCAGGC
CTAGTGAGGT
CAAACCCCCT
AATTTTTTTT
TTGGTTTCTT
AATACAAGGG

Page 39



4551
4601
4651
4701
4751
4801
4851
4901
4951
5001
5051
5101
5151
5201
5251
5301
5351
5401
5451
5501
5551
5601
5651
5701
5751
5801
5851
5901
5951
6001
6051
6101
6151
6201
6251
6301
6351
6401
6451
6501
6551
6601
6651
6701
6751
6801
6851
6901
6951
7001

ACTGATCAAC
GCTCCACCTG
TTAATCATCA
ACTCCAATCA
ACATAGATAA
GTAATAATTT
AATAATTAAT
GTTCCTATTC
CTCTGTCTTC
GATACATTAG
TTTTATTCTT
TTCATGTTGT
TGCATGCACA
ATTAATTATT
TTATGTTAAT
ATTTTAAATT
ATGAATCACT
GAGGAGTCCA
GAACCAAAAT
CCAGGGTGAA
TTTTTAAAAA
TAATTTTATA
ACAAGAAATG
TCCATCTTGT
AATTTGCTAA
TAATGTAACA
GTTGGGGTCT
TGGAACAAGG

ACAAGTTAAT
TTCCTCTTCA
AACATGCATA
TCTCAGCCTC
CTGTTAATCT
TTTATCAATA
AGCTAAAGAA
AATTCTAATT
TCACCTGTTT
CCAATAATTT
AAATTTGCTT
CAGGAAAAAA
ATAAATATAC
TTATAACATA
AATGTGAAAG
AATTTGTAAA
TACGCCTGAT
GGGTGAAAAC
AGACATACAA
AACGTGGCGA
AAAAAAAACA
ACTATTTATA
TAACCTTGAA
TGTTTTCGTC
AAGATCCTTA
AAGTAAGCCA
CCATGGAGGA
CAACGACAAC

CAACATAATA
CCCTTTTGAT
CCTCACTTCT
AAACGTCAGT
TTTTATTGAT
TCATAGCTTT
ATCCAAAAGT
TTGTCATTTT
CTTCAGTTTA
TAATAAATTA
GAGCCCTCTC
TTAATTGTTA
ATTAGAAATT
ATTGATGTAT
TCAAAAGTTC
ATATATTTTT
CATACAAATG
GTGGCAAAGA
ATGAAAGAGG
AGAGGAAAAG
AGTAATAAAA
TGTCATGGGT
TAGAGTTTTG
TTGCTTTTTT
AACTTTAATT
CGTGACAATA
CAAGACAGAG

ACTTCCCTAA
AAAACAGAAA
TCATAATTCT
TAACACACTT
ACCGTAATAA
GTTTAGAAAA
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CAATCTAGTA
CCTTTTTGTG
AGTTGTTGGA
GTGTGAGAAT
TAATTAATAA
AAAGAGATTT

TTTTCTTTTA
TTTCACTGTC
CTTGATTATT
TTTTATGAAT
AAGTCCTTGA
CAAAATTTAT
TTAGTGTTAT
TAGTTCAGTT
AATTCTTACT
GAAAAAAAAA
AAAGAGGTTC
AACAAGTAAT
TTCACATATA
GGACGTTGTT
AACTATGAAC
TGGCTTTACC
TGTTCACTTA
ACATTGGTTG
GAAAAATAAA
TTGGTGAATC
AACGAATGTC

TTTTTATTTT
TCTCGTACTT
ATTTTACTTT
AAATAAAAGG
GCCGCCCCGA
TATCTAAATT
ATTTAGTGAA
GGTTAGAGCA
TGGATCATTA
TTATAAAAAA
ACATATATTA
AAAAAACTAT
TTAGAGGAGT
ATTGAACTTT
CAAAATAGAG
ACATAAGATA
ACAAGAGGCA
TAAAACATCA
CTTGACTATT
GCACAATAGA
GTGTGATATG

AACATACATG

AATCTCACAA

TAGAGTCGGG

GTCGCCGAGT

TGTGATGTAA

TCCATGGCAT

GGACATGGTG

GCCGATCGAA

AAAGAAAAAA

GAAATGCATG

TATATGTGTG

AAAATGAGAG

TTTTTTTTAT

CCAAATAATA

AAAAAAAATT

AATTATTTAC

CCAAAAAATT

ATTTACATGA

CCGATACGTA

CACTTTTTTC

CTTAGTTAAG

AAACACCGAT

TTCTTAATTA

CATTTTTTTA

TACATTTAGA

AATTGGTTTC

CTTGGAACCG

ATTTCAAAAT

GTTCATTTTT

TTTTTCAAAA

CCAAGTTAAG

AAATCGGTTC

CTTGGAAAAC

GACTTCTTAA

TTGCTTTTTT

ITTTGTTTTG

TTTTAAAATT

GTTTGTATTT

TTATTTTTTT

TGTTATTAAT

TGTCTATATT

TGTGTTCTGT

TTAAATTGAA

AACAATATTA

TTTTTCATAT

GTTGTTAATT

CTTAATTTCT

TATGCATATT

TTATGTTTTA

TCATTTTTTA

AGAGTTGAAA

TCCTTTGTAT

TTTTATTTTA

TTTGATTATT

ATAATACATA

ATTAAACAAC

AACTTAATTG

AAATTAAAAA

ATATATATTT

AACTGACAAG

TTGACTTGAA

CTAAAATATT

TAAATTACAA

AATAGATATG

AAATTACAAA

CAATAGAACA

AAATATTTAA

ATTTGAAATA

ATACAACAAA

AATTTTAAAA

TACAAACAAT

ATGGCATAAA

ATTAATGTTG

TTGGCCTGAG

CCTACACAAT

GGGGGGAATG

CGACACATGG

AACATCATTT

TGGTTTACCT

GATTCTTGGA

TATCCATTTT

GGTGTGTATA

CGAGAGGAGA

CATGACAACC

TTTAGAATTT

CTTTTCATTT

TTGGGTTGGG

GCAAATTCTT

GGCTTGTGAC

ATGGTGACCA

ACATGCTTCA

TTGCACAATT

TCCCAAGTAA

TCATTTGTAC

ATGTTATAGA

TACTTTTCAG

CGTATACACA

AGATGTATGT

AGTTCCTATA

CTCATGGTGA

GCATGCTTAT

AATCAACAAC

ATGAGAACAA

AACATGTGCA

TTTTTTGAAA

TTTGTCACAG

TCACACTACC

TTTCATCTAG

CTTGACCATG

AAATTTCTCA

CTAGTTGAAT

CTCTCTCTCC

AGTTAATTGT
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7051
7101
7151
7201
7251
7301
7351
7401
7451
7501
7551
7601
7651
7701
7751

CTCCTAGACT

AAGAATTGTA

TGTCGCATTA

ATCGAACTCA
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AGAACAATGT

GAGAGTTTGC

CTTTTTCTGT

ATGTCTTTCA

TAGCCTTGTT

TAATACTTTT

GTATAAACTT

CACCAAATGT

AATCACTCTT

GCGACTTCTC

TCCCCCTTTG

GTTGAACAAT

GCATTACACC

TAGTATAGGT

TGATTTTACC

AACACACATT

GCCAGATTTT

GTGTTTTCTT

GAGTACCAAA

TTAATTAACT

CAGTGTCCCC

ATCGCCAGCC

ACCATCCCAT

GCGAGAGTCC

ACTTTTCTTG

TGGAATCTTC

CTAAGCTAAT

TAGTTGTTAG

TTCAGCTTGG

CCTTAAAACA

CACATGACAA

ATATTTTTAT

TATAAAACAA

ACACCCAGTG

ATACAACAAT

GAACAACACA

CATGACAACT

ACAAATCATT

AAATAATACA

ATTACAATCA

AATAATTTGG

GGAGGGGGTC

TTCAAAACTT

GATTCAAGGT

TCATTGTATC

ATCGAGGTAT

TCACCCAAAC

CCTCCAAATT

CAAAGAGCTT

GCAGAAACTG

GTGGTGGTTG

TGCATATGTT

TATGTGGGTG

TGTCTACGGT

GATAACATAA

AACTCAAGGC

ATGTGAAGTT

GAAGAGTTTC

CCAAATATAG

AAAACATAGT

AATTATTTCC

TCATCATCTT

GCAGCATACA

TGCCCTGTAC

TGAAAACAAT

CACCAACAAA

TGATACGGGA

CA
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Figure 3. The 3 bp insertion at the 5 flanking border (italics and red) in DAS-44406-6 and
the 4383bp deleted region by DAS-44406-6 T-DNA insert in the parental locus of
Maverick

5” end Border TATGTGTGAT AATGTCATGG GTTTTTATTG TTCTTGTTGT TTCCTCTTTA
Parental Locus TATGTGTGAT AATGTCATGG GTTTTTATTG TTCTTGTTGT TTCCTCTTTA

5” end Border GGAACTTACA TGTAAACGGT AAGGTCATCA TGGAGGT T-DNA Insert
Parental Locus GGAACTTACA TGTAAACGGT AAGGTCATCA TGGA ~4Kb deletion

3” end Border GAGAACGAAT GTCGTGTGAT ATGTGGAACA AGGCAACGAC AACAACATAC
Parental locus GAGAACGAAT GTCGTGTGAT ATGTGGAACA AGGCAACGAC AACAACATAC
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APPENDIX

Archive of BLASTn Search Output of the 5* Border Sequence of DAS-44406-6

This file is electronically stored in a secured computer in Dow AgroSciences and available
for view in PDF format.

Archive of BLASTn Search Output of the 3° Border Sequence of DAS-44406-6

This file is electronically stored in a secured computer in Dow AgroSciences and available

for view in PDF format.

Archive of BLASTn Search Output of the Parental Locus in Maverick

This file is electronically stored in a secured computer in Dow AgroSciences and available
for view in PDF format.

Archive of BLASTp Search Output of the Open Reading Frame in Maverick

This file is electronically stored in a secured computer in Dow AgroSciences and available

for view in PDF format.
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Appendix of Report 102117

BLASTN Search Output of DAS-44406-6 5’ Border sequence

BLASTN 2.2.22 [Sep-27-2009]

Reference:

Altschul, Stephen F., Thomas L. Madden, Alejandro A. Schaffer,

Jinghui Zhang, Zheng Zhang, Webb Miller, and David J. Lipman (1997),
"Gapped BLAST and PSI-BLAST: a new generation of protein database search
programs', Nucleic Acids Res. 25:3389-3402.

Database: ../blastlibs/G_max_Genome
1418 sequences; 996,379,823 total letters

Query= DAS-44406-6 5" Border
(1494 letters)

Score
Sequences producing significant alignments: (bits)
gh]CM000839.1] Glycine max chromosome 6, whole genome shotg... 2900
gb]CM000843.1] Glycine max chromosome 10, whole genome shot... 236
gb]CM000853.1] Glycine max chromosome 20, whole genome shot... 228
gb]CM000847.1] Glycine max chromosome 14, whole genome shot... 210
gh]CM000848.1] Glycine max chromosome 15, whole genome shot... 198
gb]CM000852.1] Glycine max chromosome 19, whole genome shot... 192
gb]ACUP01000042.1] Glycine max chromosome 1 GLYMAchr_01 Con... 190
gb]CM000834.1] Glycine max chromosome 1, whole genome shotg... 190
gb]CM000841.1] Glycine max chromosome 8, whole genome shotg... 188
ghb]CM000846.1] Glycine max chromosome 13, whole genome shot... 184
gb]CM000850.1] Glycine max chromosome 17, whole genome shot... 178
gb]CM000835.1] Glycine max chromosome 2, whole genome shotg... 176
gb]CM000838.1] Glycine max chromosome 5, whole genome shotg... 168
gb]CM000836.1] Glycine max chromosome 3, whole genome shotg... 167
ghb]CM000840.1] Glycine max chromosome 7, whole genome shotg... 163
gb]CM000837.1] Glycine max chromosome 4, whole genome shotg... 163
gb]GG730463.1] Glycine max unplaced genomic scaffold GLYMAs. .. 159
gb]CM000851.1] Glycine max chromosome 18, whole genome shot... 123
gb]CM000842.1] Glycine max chromosome 9, whole genome shotg... 109
ghb]CM000849.1] Glycine max chromosome 16, whole genome shot... 56
gb]GG730590.1] Glycine max unplaced genomic scaffold GLYMAs. .. 46
gb]GG730372.1] Glycine max unplaced genomic scaffold GLYMAs. .. 44
gb]CM000845.1] Glycine max chromosome 12, whole genome shot... 44
gb]ACUP01000226.1] Glycine max chromosome 1 GLYMAchr_01 Con... _40
gh]CM000844.1] Glycine max chromosome 11, whole genome shot... 40
gb]ACUP01000062.1] Glycine max chromosome 1 GLYMAchr_01 Con... 38

>gb]CM000839.1] Glycine max chromosome 6, whole genome shotgun sequence
Length = 50722821
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E
Value

0.0

le-59
2e-57
6e-52
2e-48
le-46
5e-46
5e-46
2e-45
3e-44
2e-42
8e-42
2e-39
8e-39
le-37
le-37
2e-36
le-25
2e-21



Score = 2900 bits (1463), Expect = 0.0
Identities = 1487/1494 (99%), Gaps = 2
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/1494 (O%)

Strand = Plus / Minus
Query: 1 ccgctgaagaagatcaagtgtgtgaaccaaagtgaaaataatgtttagaagccaacacag
60
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

Sbjct: 18558097 c agtgtgtg aataatgttta
18558038
Query: 61 tggacaattttgatttctggttaatgggtgtattaaaaatatcagaaaactttcaaatat
120

) e tenneee e e e e e e e e e e e e e e e e e e e el
Sbjct: 18558037 tggacaattctgatttctggttaatgggtgtattaaaaatatcagaaaactttcaaatat
18557978
Query: 121 ctcgagcaggcagttgggttgcctaatccatcacttgatctcaaagattcttgttgtcaa
180

) NN RN NN NN NN R RN NN NN RN NN NN RO NNNNNRRRRY
Sbjct: 18557977 ctcgagcaggcagttgggttgcctaatccatcacttgatctcaaagattcttgttgtcaa
18557918
Query: 181 gcttcgatgagtagcgaaacctaccgtgtgggctctaagctttaggttgccattgacgat
240

) PR e e e e e e e e e e e e e e e e e e e e e e el
Sbjct: 18557917 gcttcgatgagtagcgaaacctaccgtgtgggctctaagctttaggttgccattgacgat
18557858
Query: 241 cttgacacgacatatgacctatgatagcaattcaaacatggttcatatcagctgagttgc
300

) IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Sbjct: 18557857 c cctatgatag catggttcatatcal
18557798
Query: 301 agacttagctgctagcatttcacgttgtgaatgcaagaggaaaaatacatagaaaaagag
360

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

Sbjct: 18557797 a catttcacgttgtga
18557738
Query: 361 ggaacaaaattgttaaccctccatatgtacaggttttagcctcaattttacccattgatt
420

) feerreeeeeee e e e e e e et e e e et eenntd
Sbjct: 18557737 ggaacaaaattgtt t tatgtacaggtttt t tttt ttgatt
18557678
Query: 421 gatttattattgaaaagtaatcacttatcagaaccagagtttgtaattcagcttgtatcg

480



Shjct: 18557677
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gatttattattgaaaagtaatcacttatcagaaccagagtttgtaattcagcttgtatca

18557618
Query: 481 taccatctaatatcttagtcaaatttgtgtataataagtatttaaatgtgagtctctttt
540

) FEEEEEEE e e e e e e e e e e e e e e e ee e e e e e e e ey 1t
Sbjct: 18557617 taccatctaatatcttagtcaaatttgtgtataataagtatttaaatgtgagtctttttt
18557558
Query: 541 atttaattagtttaaataattggaatacaattggcaaatgggcacttcaactataattag
600

) PR e e e e e e e e e e e e e e e e e e e e el
Sbjct: 18557557 atttaattagtttaaataattggaatacaattggcaaatgggcacttcaactataattag
18557498
Query: 601 tgaattgatttagttgactgttatgaagtattttacttaagttagtaatagtagagtgat
660

) IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Sbjct: 18557497 t atttagttgactgttatgaagtattttacttaagttagtaatagta
18557438
Query: 661 gtttgatgaattaaacttaagattggttgaagttattgatctcactggatccatagtttg
720

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

Sbjct: 18557437 ¢ attggttgaagttattgatctca catagtttg
18557378
Query: 721 gtctgtgggattgcatctgaaacggatcatatggttttgttttgtgactgaattgtggca
780

) IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII IIIIIIIIIIIIIIIII
Sbjct: 18557377 g atcatatggttttgtttagtg aattgtg
18557318
Query: 781 atgtaacacctggactttttcacaactattgtataaatccagtatatctcacgtgaatct
840

) NN RN NN NN NN RN RN NN NN RN RN RN NN NN
Sbjct: 18557317 atgtaacacctggacttttt tattgtataaatccagtatatctc tgaatct
18557258
Query: 841 gaaattagtagcatgcttaacatataagtatcgatttatctaatcagtttccatatttat
900

) Peeeereeeeee e e e e e ettt e e e e e e e e e el
Sbjct: 18557257 gaaattagtagcatgcttaacatataagtatcgatttatctaatcagtttccatatttat
18557198
Query: 901 gaaaactgcactgttgaaaattgtgcaagcttaacatacaagtaatgtaatccacagtac

960



Sbhjct: 18557197
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gaaaactgcactgttgaaaattgtgcaagcttaacatacaagtaatgtaatccacagtac

18557138
Query: 961 gaaaaatgtgcaggttcttatttgtgctccataattgtttcttgattccgatcaaagcaa
1020

) Peeereeererenereeeeereereer e e e e e peereeee e el
Sbjct: 18557137 gaaaaatgtgcaggttcttatttgtgctccataattgtttcatgattccgatcaaagcaa
18557078
Query: 1021 gagcatccagtctcaaaattttgtcttctcaattcactcattcatcaaaatcagcagttt
1080

) PEEErenneerenr  reeeeeerneeeeeeeereneee e e el
Sbjct: 18557077 gagcatccagtctc--aattttgtcttctcaattcactcattcatcaaaatcagcagttt
18557020
Query: 1081 tatgcatcaacaagcatggaatgttgaaccacccatgattaagccccatatcgttgtgtt
1140

) CEEEEEeee e e e e e e e e e e e e e e e e e e e e ntd
Sbjct: 18557019 tatgcatcaacaagcat tgtt cac tgatt tatcgttgtgtt
18556960
Query: 1141 gagataactatcacctgaagttgtcttataaaaaacacatctgaatacttttataatcat
1200

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

Sbjct: 18556959 g agttgtcttataa aatacttttataatcat
18556900
Query: 1201 acctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaatatc
1260

) PEereeeeeee e e e e e e e e e e e e e e et e e e e e et ttd
Sbjct: 18556899 acctttctcggccttttggct t tgtagtatctgttcttatcagtttaatatc
18556840
Query: 1261 tgatatgtgggtcattggcccacatgatattaaatttattttttgaagggtggggcctga
1320

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

Sbjct: 18556839 t gtcattgg catgatattaaatttattttttga
18556780
Query: 1321 catagtagcttgctactgggggttcttaagcgtagcctgtgtcttgcactactgcatggg
1380

) PEEEEeeee e e e e e e e e e e e e e e e e e e e e e e e e e e e e e ettt
Sbjct: 18556779 catagtagcttgctactgggggttcttaagcgtagcctgtgtcttgcactactgcatggg
18556720
Query: 1381 cctggcgcaccctacgattcagtgtatatttatgtgtgataatgtcatgggtttttattg

1440
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Sbjct: 18556719 cctggcgcaccctacgattcagtgtatatttatgtgtgataatgtcatgggtttttattg
18556660

Query: 1441 ttcttgttgtttcctctttaggaacttacatgtaaacggtaaggtcatcatgga 1494

RN RN RN NN RN NN RN RN RN RN RN RN RRRRRRANY
Sbjct: 18556659 ttcttgttgtttcctctttaggaacttacatgtaaacggtaaggtcatcatgga
18556606

Score = 192 bits (97), Expect = le-46
Identities = 133/145 (91%)
Strand = Plus / Minus

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256

) PEEEEEE e e e e e e e e e e e e e e e e e et
Sbjct: 5994401 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa
5994342

Query: 1257 tatctgatatgtgggtcattggcccacatgatattaaatttattttttgaagggtggggce

1316

PEEEERRREEreer reeneer veeer vteeeeeenner reeeeenr e 1l
Sbjct: 5994341 tatctgatatgtggatcattggtccacacgatattaaattacttttttgatggggagggt
5994282

Query: 1317 ctgacatagtagcttgctactgggg 1341

R RN NN RNRARRY
Sbjct: 5994281 ccgatacagtagcttgctactgggg 5994257

Score = 176 bits (89), Expect = 8e-42
Identities = 1047109 (95%)
Strand = Plus / Plus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257

) Peeerrreereeereeeee e e e e e e e e e e e e e e e e el
Sbjct: 18840851 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat
18840910

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttga 1306

) PEEEreeneerer  reennr v teeeeeeenee e
Sbjct: 18840911 atctgatatgtggaccattggttcacacgatattaaatttattttttga 18840959



Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1433 ttttattgttcttgttgtt 1451

UNNNRRRRRRRRNNNRR
Sbjct: 17569718 ttttattgttcttgttgtt 17569736

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 660 tgtttgatgaattaaactt 678

ARRRRNNRRRRNRRRN]
Sbjct: 18413343 tgtttgatgaattaaactt 18413361

Score = 38.2 bits (19), Expect = 4.8
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 1364 ttgcactactgcatgggcctggc 1386
CEEERRRREEEer Teeennetd

Sbjct: 18841016 ttgcactactgcaagggcctggc 18841038

Score = 38.2 bits (19), Expect = 4.8
Identities = 25/27 (92%)
Strand = Plus / Plus

Query: 534 ctcttttatttaattagtttaaataat 560

Sbjct: 38660044 ctcttttatttaattaatttaattaat 38660070

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1288 tattaaatttattttttga 1306

) AURRRRNNRRRNNRRRN]
Sbjct: 39629850 tattaaatttattttttga 39629868
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Page 50
Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus
Query: 1442 tcttgttgtttcctcttta 1460
) NRRRRRNRRRRNRRRN]Y
Sbjct: 50416732 tcttgttgtttcctcttta 50416714
>gb]CM000843.1] Glycine max chromosome 10, whole genome shotgun sequence
Length = 50969635
Score = 236 bits (119), Expect = 1e-59
Identities = 252/295 (85%), Gaps = 1/295 (0%)
Strand = Plus / Plus
Query: 1100 aatgttgaaccacccatgattaagccccatatcgttgtgttgagataactatcacctgaa
1159
) T IIIIIIIIIIIII FE b veer e o veeeer beeeennetl
Sbjct: 50236561 aatgtggaa gagtgagtcccacatcgctgagttaagataagaatcacctgaa
50236620
Query: 1160 gttgtcttataaaaaacacatctgaatacttttataatcatacctttctcggccttttgg
1219
) . IIIIIIII I O B O O O RN RN RNNRRRRNNRRRNNNRD
Sbjct: 50236621 gttttattataaaacaaacgtttcaacagttaaaaattcatacctttctcggccttttgg
50236680
Query: 1220 ctaagatcaagtgtagtatctgttcttatcagtttaatatctgatatgtgggtcattggc
1279
) PEeerrreeerenneeerreeeereeereeeeereeee e e e e e vl
Sbjct: 50236681 ctaagatcaagtgtagtatctgttcttat tttaatatctgatatgt att
50236740
Query: 1280 ccacatgatattaaatttattttttgaagggtggggcctgacatagtagcttgctactgg
1339
) IIIIIIIIIIIIIIIIIIIIIIIIIIIIII (I e N AR RRRNNRRR RN
Sbjct: 50236741 cc atatta attttttgaaggggagatcccaatgcagtagcttgctact-g
50236799
Query: 1340 gggttcttaagcgtagcctgtgtcttgcactactgcatgggcctggcgcacccta 1394

L 0 e O O NN AR N A RN NNRRRRNRRRRRNNRRNY
Sbjct: 50236800 gggttctcaagcgtcgtccttgttttgcactatagcatgggcctggcgcacccta

50236854
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Score = 216 bits (109), Expect = 9e-54

Identities = 223/258 (86%), Gaps = 16/258 (6%)

Strand = Plus / Plus
Query: 746 atcatatggttttgttttgtgactgaattgtggcaatgtaacacctggactttttcacaa
805

) IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII III IIIIIIIIIIIIIIIIIIIIIII
Sbjct: 50236004 atcatatggttttgttttgtgactgaattgtga actttttca
50236063
Query: 806 ctattgtataaatccagtatatctcacgtgaatctgaaattagtagcatgcttaacatat
865

) IIIIIIIIII IIIIIIIIIIIII Freeer e e
Sbjct: 50236064 ctattgtata ctaatgtgaatatgaa---agtagcatgcttaacatat
50236120
Query: 866 --—-—aagtatcgatttatctaatc---agtttccatatttatgaaaactgcactgttgaa
918

) EEeer e e reeer eeeeeenneer peeeernnr e
Sbjct: 50236121 attaatgtat-gatgtatttaatcatcagtttccatatctatgaaaacagcactgttgaa

50236179

Query: 919 aattgtgcaagcttaacatacaagtaatgtaatccacagtacgaaaaatgtgcaggttct
978

FEEEED THE THELLn PEEEEE HE e e i
Sbjct: 50236180 gattgtgtaaggttaacata----- aatgtattctacagtacgaaaaatgagcaggatct
50236234
Query: 979 tatttgtgctccataatt 996

) AURRRRRNRRRRNNRRY
Sbjct: 50236235 tatctgtgctccataatt 50236252

Score = 176 bits (89), Expect = 8e-42
Identities = 101/105 (96%)
Strand = Plus / Minus

Query: 1192 tataatcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcag

1251
) PEEE L e e e e e e e e et e e e e e e e e e e et nnd
Sbjct: 45568616 tatactcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcag

45568557

Query: 1252 tttaatatctgatatgtgggtcattggcccacatgatattaaatt 1296

) CEEEERReeerenn e reener teeer el
Sbjct: 45568556 tttaatatctgatatgtgggccattggtccacacgatattaaatt 45568512
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Score = 176 bits (89), Expect = 8e-42
Identities = 1047109 (95%)
Strand = Plus 7/ Plus
Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256

) RN RN RN RN R RN NN NN RN RN RN
Sbjct: 45596422 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

45596481

Query: 1257 tatctgatatgtgggtcattggcccacatgatattaaatttattttttg 1305

CEEERRRRErennr reeeer veeer vteeeeeeneer el
Sbjct: 45596482 tatctgatatgtgggccattggtccacacgatattaaattacttttttg 45596530

Score = 163 bits (82), Expect = l1le-37
Identities = 1337147 (90%), Gaps = 6/147 (4%)
Strand = Plus / Minus

Query: 563 gaatacaattggcaaatgggcacttcaactataattagtgaattgatttagttgactgtt

622
PEeeeeeeeer teeeee e e e e e e e e e e e e ttttl
Sbjct: 50060445 gaatacaattgataaatgggcacttcaactataattattgaattgatttcgttaactgtt

50060386

Query: 623 atgaagtattttac----ttaagttagtaatagtagagtgatgtttgatgaattaaactt

678
) ARERRRRNRRRNY FEERRRREErer teeeeeeeeeneereenr reeneetetl
Sbjct: 50060385 atcaagtattttacttatttaagttagtaa-agtagagtgatgtttgattaattaaactt

50060327

Query: 679 aagattggttgaagttattgatctcac 705

AR RN NN RRNRRRNRNRRRNY
Sbjct: 50060326 -agtttggttgaagttattgatctcac 50060301

Score = 157 bits (79), Expect = 8e-36
Identities = 94/99 (94%)
Strand = Plus / Minus

Query: 241 cttgacacgacatatgacctatgatagcaattcaaacatggttcatatcagctgagttgc

300
FEEEEEnE reeeeeerrrnneeee e teee e e e e e e e e e e e e e el
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Sbjct: 50060908 cttgacactacatatgacctatgatagatattcaaacatggttcatatcagctgagttgc
50060849

Query: 301 agacttagctgctagcatttcacgttgtgaatgcaagag 339

RN RN RN NN O R R RN RN RN
Sbjct: 50060848 agacttagctgccaacatttcacgttgtgaatgcaagag 50060810

Score = 155 bits (78), Expect = 3e-35
Identities = 81/82 (98%)
Strand = Plus / Minus

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256
) Peeerreeereeeeerreeeeeereeeereee e e ee e e e e e e ey 1l
Sbjct: 50060089 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagattaa

50060030

Query: 1257 tatctgatatgtgggtcattgg 1278

) ANNNNRRRRRRRRRRNNNNny
Sbjct: 50060029 tatctgatatgtgggtcattgg 50060008

Score = 123 bits (62), Expect = le-25
Identities = 97/108 (89%), Gaps = 3/108 (2%)
Strand = Plus / Minus

Query: 453 accagagtttgtaattcagcttgtatcgtaccatctaatatcttagtcaaatttgtgtat

512
) PEEerreneereneeeeneeeeernnr reeeerennr oe beerrnn el
Sbjct: 50060567 accagagtttgtaattcagcttgtatcataccatctaacattttagtcaaatttgtgt--

50060510

Query: 513 aataagtatttaaatgtgagtctcttttatttaattagtttaaataat 560

) e e reer teeeee e e e e e e peeerel
Sbjct: 50060509 -ataagtatttaaagttgtgtctgttttatttaattagtataaataat 50060463

Score = 119 bits (60), Expect = 2e-24

Identities = 76/80 (95%), Gaps = 1/80 (1%)

Strand = Plus / Minus
Query: 56 cacagtggacaattttgatttctggttaatgggtgtattaaaaatatcagaaaactttca

115
PEEEEE DR e e peee e e e e e ey veee e el
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Sbjct: 50061222 cacagttgacaattttgatttctggttcatgggtgtattaaaa-tatcagaaaactttca
50061164

Query: 116 aatatctcgagcaggcagtt 135

NNNNNRRRRRRRRRNNNRY
Sbjct: 50061163 aatatcttgagcaggcagtt 50061144

Score = 99.6 bits (50), Expect
Identities = 69/74 (93%), Gaps
Strand = Plus / Minus

2e-18
1/74 (1%)

Query: 62 ggacaattttgatttctggttaatgggtgtattaaaaatatcagaaaactttcaaatatc

121

) e beerenneeeennr reeeeeedr reeeer reeeeeer e eeneere
Sbjct: 50046372 ggacaactttgatttctggtttatgggtgtcttaaaa-tatcagaaaactttcaaatatc
50046314

Query: 122 tcgagcaggcagtt 135

RN RRNRRRNY
Sbjct: 50046313 ttgagcaggcagtt 50046300

Score = 97.6 bits (49), Expect = 6e-18
Identities = 70/77 (90%)
Strand = Plus / Minus

Query: 341 aaaaatacatagaaaaagagggaacaaaattgttaaccctccatatgtacaggttttagc

400
feeerreeeeeeeeeeerreeeeeeeeeereeene v ter Peeeeeeernnr il

Sbjct: 50060657 aaaaatacatagaaaaagagggaacaaaattgttagcttcccaaatgtacaggtttcagc
50060598

Query: 401 ctcaattttacccattg 417

) AR NNRRRRRR RN
Sbjct: 50060597 cttaattttacccattg 50060581

Score = 91.7 bits (46), Expect
Identities = 68/74 (91%), Gaps
Strand = Plus / Minus

4e-16
1/74 (1%)

Query: 62 ggacaattttgatttctggttaatgggtgtattaaaaatatcagaaaactttcaaatatc

121
PEEEEE 0 Peeeeerennr eeeeeeer veeeet veernne e e e el
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Sbjct: 50053757 ggacaacttcgatttctggtttatgggtgtcttaaaa-tatcagaaaactttcaaatatc
50053699

Query: 122 tcgagcaggcagtt 135

UNNRRRRRRNY
Sbjct: 50053698 ttgagcaggcagtt 50053685

Score = 83.8 bits (42), Expect
Identities = 67/74 (90%), Gaps
Strand = Plus / Minus

9e-14
1/74 (1%)

Query: 62 ggacaattttgatttctggttaatgggtgtattaaaaatatcagaaaactttcaaatatc

121
PEEEEE o eeeeeeeennr e or veeeer teerrne e e e

Sbjct: 50050520 ggacaacttcgatttctggtttatgggggtcttaaaa-tatcagaaaactttcaaatatc
50050462

Query: 122 tcgagcaggcagtt 135

RN RRNRRRNY
Sbjct: 50050461 ttgagcaggcagtt 50050448

Score = 81.8 bits (41), Expect = 4e-13
Identities = 62/69 (89%)
Strand = Plus / Plus

Query: 637 ttaagttagtaatagtagagtgatgtttgatgaattaaacttaagattggttgaagttat

696
PEEEEEE o b e eeeeer veeeee e e ey peeee e

Sbjct: 50235885 ttaagttggtcacagtagagtgatatttgattaattaaacttaagtttggttgaagttac
50235944

Query: 697 tgatctcac 705

ANRRRRNY
Sbjct: 50235945 tgatctcac 50235953

Score = 79.8 bits (40), Expect = le-12
Identities = 61/68 (89%)
Strand = Plus / Minus

Query: 155 ttgatctcaaagattcttgttgtcaagcttcgatgagtagcgaaacctaccgtgtgggct

214
PR PRneeeee e reenee e e e veeeeer oe veeeee e ey i
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Sbjct: 50061103 ttgaactcaaagattcatgttgtcaagcttagatgagttgcaaaacctaccgtgtgagct
50061044

Query: 215 ctaagctt 222

I
Shjct: 50061043 ataagctt 50061036

1e-09
3/57 (5%)

Score = 69.9 bits (35), Expect
Identities = 52/57 (91%), Gaps
Strand = Plus / Minus

Query: 4 ctgaagaagatcaagtgtgtgaaccaaagtgaaaataatgtttagaagccaacacag 60

PEREereeeeeeer eeeeeeeeenenneneer reeeer teeneeeeeeeenl
Sbjct: 50061293 ctgaagaagatcaactgtgtgaaccaaagtgaa---aatgttcagaagccaacacag
50061240

Score = 63.9 bits (32), Expect = 8e-08
Identities = 47/52 (90%)
Strand = Plus / Minus

Query: 654 gagtgatgtttgatgaattaaacttaagattggttgaagttattgatctcac 705

) Peerreeneereenr o e reenneer teeerer terrner el
Sbjct: 50045556 gagtgatgtttgattattttaacttaagtttggttgtagttattgatctcac 50045505

Score = 60.0 bits (30), Expect = 1le-06
Identities = 30/30 (100%)
Strand = Plus / Minus

Query: 338 aggaaaaatacatagaaaaagagggaacaa 367

AR RN RN RN RN RN NN
Sbjct: 50053258 aggaaaaatacatagaaaaagagggaacaa 50053229

Score = 58.0 bits (29), Expect = 5e-06
Identities = 35/37 (94%)
Strand = Plus / Minus

Query: 4 ctgaagaagatcaagtgtgtgaaccaaagtgaaaata 40

) P e eeeeeeeenee el el
Sbjct: 50053834 ctgaaaaagatcaagtgtgtgaaccaaagtcaaaata 50053798
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Score = 56.0 bits (28), Expect = 2e-05
Identities = 65/76 (85%), Gaps = 1/76 (1%)
Strand = Plus / Minus
Query: 56 cacagtggacaattttgatttctggttaatgggtgtattaaaaatatcagaaaactttca

115

) PEEEE reeeeeeeererrneeeeeeer reeeee 0 0 reeeeeeeeeeenr i
Sbjct: 50057126 cacagaggacaattttgatttctggtttatgggtatcat-gaaatatcagaaaaccatga

50057068

Query: 116 aatatctcgagcaggc 131

URRRNNNERRRNN Y
Sbjct: 50057067 aatatcttgagcaggc 50057052

8e-05
2/42 (4%)

Score = 54.0 bits (27), Expect
Identities = 39742 (92%), Gaps
Strand = Plus / Minus

Query: 757 ttgttttgtgactgaattgtggcaatgtaacacctggacttt 798

PELErreeeereneeeeene e reer teeeeertl
Sbjct: 50049723 ttgttttgtgactgaattgtggcaa--taacgcctggacttt 50049684

Score = 50.1 bits (25), Expect = 0.001
Identities = 28/29 (96%)
Strand = Plus / Minus

Query: 674 aacttaagattggttgaagttattgatct 702

PR TEenee el
Sbjct: 14281636 aacttaagtttggttgaagttattgatct 14281608

Score = 50.1 bits (25), Expect = 0.001
Identities = 28/29 (96%)
Strand = Plus / Plus

Query: 674 aacttaagattggttgaagttattgatct 702

Peeeneer teeeeeene e
Sbjct: 28009112 aacttaagtttggttgaagttattgatct 28009140
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Score = 50.1 bits (25), Expect = 0.001
Identities = 57/67 (85%), Gaps = 3/67 (4%)
Strand = Plus / Minus
Query: 495 ttagtcaaatttgtgtataataagtatttaaatgtgagtctcttttatttaattagttta

554

Sbjct: 50049901 ttagtcaaatttgagtataata---acttaaatgcgagtctgttttatgtaagtagttta
50049845

Query: 555 aataatt 561

I 11111
Shjct: 50049844 attaatt 50049838

Score = 50.1 bits (25), Expect = 0.001
Identities = 28/29 (96%)
Strand = Plus / Minus

Query: 4 ctgaagaagatcaagtgtgtgaaccaaag 32

PEEEE PR e el
Sbjct: 50050597 ctgaacaagatcaagtgtgtgaaccaaag 50050569

Score = 50.1 bits (25), Expect = 0.001
Identities = 25/25 (100%)
Strand = Plus / Minus

Query: 5 tgaagaagatcaagtgtgtgaacca 29

NN R RN RRNRRRR NN
Sbjct: 50057199 tgaagaagatcaagtgtgtgaacca 50057175

Score = 42.1 bits (21), Expect = 0.31
Identities = 27/29 (93%)
Strand = Plus / Minus

Query: 450 agaaccagagtttgtaattcagcttgtat 478

) PEEEEE e teeenne el
Sbjct: 50045812 agaacctgagttagtaattcagcttgtat 50045784

Score = 42_.1 bits (21), Expect = 0.31
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Identities = 51/61 (83%)
Strand = Plus / Minus
Query: 279 tggttcatatcagctgagttgcagacttagctgctagcatttcacgttgtgaatgcaaga

338

) PEEEEReeeeeer e veeeeeneer e 0 ek e reeneeeeenr rel
Sbjct: 50046072 tggttcatatcagttgaattgcagacttggctttcatcatatctcgttgtgaatgaaaga

50046013

Query: 339 g 339

I
Sbjct: 50046012 g 50046012

Score = 42_.1 bits (21), Expect = 0.31
Identities = 33/37 (89%)
Strand = Plus / Minus

Query: 762 ttgtgactgaattgtggcaatgtaacacctggacttt 798

) e reeeeenneeer  ter teeeeeerrd
Sbjct: 50052932 ttgtgactaaattgtggcaatacaacgcctggacttt 50052896

Score = 42.1 bits (21), Expect = 0.31
Identities = 93/115 (80%), Gaps = 4/115 (3%)
Strand = Plus / Minus

Query: 448 tcagaaccagagtttgtaattcagcttgta-tcgtaccatctaatatcttagtcaaattt

506

) e e eeeeeeneeeer reeer 0o reeeerennr ottt
Sbjct: 50053165 tcagaacctgattttgtaattcagtttgtatttataccatctaactttgaattcagattt
50053106

Query: 507 gtgtataataagtatttaaatgtgagtctcttttatttaattagtttaaataatt 561

) o e veeenr reeer veer teereeer bt
Sbjct: 50053105 gagtataat---tatttaaatgcgagtctgttttacttaagtagtttaattaatt
50053054

Score = 40.1 bits (20), Expect = 1.2
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 542 tttaattagtttaaataatt 561
(NRNNNRRRRRRRRRNNRRR



Sbjct: 5042674 tttaattagtttaaataatt 5042693

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 857 ttaacatataagtatcgat 875

) ARRRRRNRRRNNRRRN]
Sbjct: 10892121 ttaacatataagtatcgat 10892103

Score = 38
lIdentities
Strand = P

28/31 (90%)

-2 bits (19), Expect = 4.8
us / Plus

Query: 1364 ttgcactactgcatgggcctggcgcacccta 1394

Sbjct: 45596588 ttgcactatagcatgggcctggcacacccta 45596618

Score = 38.2 bits (19), Expect = 4.8
Identities = 25/27 (92%)
Strand = Plus / Minus

Query: 772 attgtggcaatgtaacacctggacttt 798
CEEERRRREer beer teeereennd

Sbjct: 50045424 attgtggcaatataacgcctggacttt 50045398

Dow AgroSciences LLC
Study ID: 102117
Page 60

>gb]CM000853.1] Glycine max chromosome 20, whole genome shotgun sequence

Length = 46773167

Score = 228 bits (115), Expect = 2e-57
Identities = 179/199 (89%), Gaps = 1/199 (0%)
Strand = Plus / Plus

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

Sbjct: 33344645 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256

33344704

Query: 1257 tatctgatatgtgggtcattggcccacatgatattaaatttattttttgaagggtggggce

1316
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) PEEEEEEEereeenr veeeer veeer veeeeeennnneee e reeeeeer 1t
Sbjct: 33344705 tatctgatatgtgggccattggtccacacgatattaaatttatttcttgaaggggagggc
33344764

Query: 1317 ctgacatagtagcttgctactgggggttcttaagcgtagecctgtgtcttgcactactgca

1376

) I tee eeeeeeneeeennr reeer 0 e e e veeeeenr o H
Sbjct: 33344765 ccaacacagtagcttgctact-ggggtcgtcaagcgtcgcccttgtgttgcactataaca
33344823

Query: 1377 tgggcctggcgcaccctac 1395

ARRRRRNRRRRNRRRNY
Sbjct: 33344824 tgggcctggcgcaccctac 33344842

Score = 147 bits (74), Expect = 7e-33
Identities = 97/105 (92%), Gaps = 6/105 (5%)
Strand = Plus / Plus

Query: 241 cttgacacgacatatgacctatgata------ gcaattcaaacatggttcatatcagctg

294

) AR RRRNRRRRRNRRRNNRRRNY HE TR ree e ettt
Sbjct: 33343837 cttgacacgacatatgacctatgatattgatagctattcaaacatggttcatataagctg
33343896

Query: 295 agttgcagacttagctgctagcatttcacgttgtgaatgcaagag 339

RN RN NN RN NN NN NN NN RNRRRRNRRRY
Sbjct: 33343897 agttgcagacttagctgctagcatttcacgttgtgaatgcaagag 33343941

Score = 141 bits (71), Expect = 4e-31
Identities = 106/117 (90%), Gaps = 3/117 (2%)
Strand = Plus / Plus

Query: 445 ttatcagaaccagagtttgtaattcagcttgtatcgtaccatctaatatcttagtcaaat

504

) PEEErreeeereneeeeene et eeeenneeer veeeenneer o reeeeer
Sbjct: 33344184 ttatcagaaccagagtttgtaattgagcttgtatcataccatctaacattttagtcagat
33344243

Query: 505 ttgtgtataataagtatttaaatgtgagtctcttttatttaattagtttaaataatt 561

) PEeeer teeenene e reer veeeeeeer reeeertenl
Sbjct: 33344244 ttgtgt---ataagtatttaaatgtgagtctgttttgtttaattagcttaaataatt
33344297
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Score = 99.6 bits (60), Expect = 2e-18
Identities = 71/78 (91%)
Strand = Plus / Plus
Query: 339 ggaaaaatacatagaaaaagagggaacaaaattgttaaccctccatatgtacaggtttta

398

Sbjct: 33344089 ggaaaaatacatagaagaagagggaacaaaattgttagcttcccaaatgtacaggtttca
33344148

Query: 399 gcctcaattttacccatt 416

) AURRRRRNRRRRNNRRY
Sbjct: 33344149 gcctcaattttacccatt 33344166

Score = 91.7 bits (46), Expect = 4e-16
Identities = 64/70 (91%)
Strand = Plus / Plus

Query: 633 ttacttaagttagtaatagtagagtgatgtttgatgaattaaacttaagattggttgaag

692
FEEEEEneneeer reeene o eeer reeeer teeerrnen et teeerennl

Sbjct: 24441084 ttacttaagttagtcatagtacaatgatatttgattaattaaacttaagtttggttgaag
24441143

Query: 693 ttattgatct 702

I
Shjct: 24441144 ttattgatct 24441153

Score = 91.7 bits (46), Expect
Identities = 68/74 (91%), Gaps
Strand = Plus / Plus

4e-16
1774 (%)

Query: 62 ggacaattttgatttctggttaatgggtgtattaaaaatatcagaaaactttcaaatatc

121
PEEEEr beeer teeeennr eeeeeeerr veee teerrne e e el

Sbjct: 33351821 ggacaactttgacttctggtttatgggtgtactaaaa-tatcagaaaactttcaaatatc
33351879

Query: 122 tcgagcaggcagtt 135

OUNRRRRRRRNY
Sbjct: 33351880 ttgagcaggcagtt 33351893



Dow AgroSciences LLC
Study ID: 102117

Page 63
Score = 91.7 bits (46), Expect = 4e-16
Identities = 65/70 (92%), Gaps = 1/70 (1%)
Strand = Plus / Plus
Query: 63 gacaattttgatttctggttaatgggtgtattaaaaatatcagaaaactttcaaatatct

122

) e teeeeennereeenr reeneeet veeeer terrnrneer e e eeneere
Sbjct: 33358670 gacaactttgatttctggtttatgggtgtgttaaaa-tatcagaaaactttcaaatatct
33358728

Query: 123 cgagcaggca 132

ANRRRRRY
Sbjct: 33358729 tgagcaggca 33358738

Score = 91.7 bits (46), Expect
Identities = 65/70 (92%), Gaps
Strand = Plus / Plus

4e-16
1/70 (1%)

Query: 62 ggacaattttgatttctggttaatgggtgtattaaaaatatcagaaaactttcaaatatc

121
) e beeeenneerennr reeeeeer reeeer reeeeeee e eeneere
Sbjct: 33362908 ggacaactttgatttctggtttatgggtgtcttaaaa-tatcagaaaactttcaaatatc

33362966

Query: 122 tcgagcaggc 131

I LT
Sbjct: 33362967 ttgagcaggc 33362976

Score = 77.8 bits (39), Expect
Identities = 66/75 (88%), Gaps
Strand = Plus / Plus

6e-12
5/75 (6%)

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa
1256

) P e e e ennr tenneereennend (NURRRRNNRRNY
Sbjct: 38883042 tcatagctttctcggccttttggctaggatcaagtgtagta-—--- tcttatcagtttag
38883096
Query: 1257 tatctgatatgtggg 1271

AR
Sbjct: 38883097 tatttgatatgtggg 38883111
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Score = 73.8 bits (37), Expect = 9e-11

Identities = 50/53 (94%), Gaps = 1/53 (1%)

Strand = Plus / Plus
Query: 650 agtagagtgatgtttgatgaattaaacttaagattggttgaagttattgatct 702

) P PR ceeerneeerenr teenee e e el

Sbjct: 33344385 agtatagtgatgtttgattaattaaacttaag-ttggttgaagttattgatct
33344436

Score = 69.9 bits (35), Expect = 1le-09

Identities = 52/57 (91%), Gaps = 3/57 (5%)

Strand = Plus / Plus
Query: 4 ctgaagaagatcaagtgtgtgaaccaaagtgaaaataatgtttagaagccaacacag 60

) FEEEE reeereeeererereeeeeeeeereer e veeeeeeeeeenn
Sbjct: 33351744 ctgaacaagatcaagtgtgtgaaccaaagtgaa---aatgttcagaagccaacacag

33351797

Score = 65.9 bits (33), Expect
Identities = 61/69 (88%), Gaps
Strand = Plus / Plus

2e-08
1769 (1%)

Query: 448 tcagaaccagagtttgtaattcagcttgta-tcgtaccatctaatatcttagtcaaattt

506

) FEEEEEnE ceeeeeerrnnneer teeee 0 eeeeeeeennr 0 e 1t
Sbjct: 33359234 tcagaacctgagtttgtaattcagtttgtatttgtaccatctaactttttattcaaattt
33359293

Query: 507 gtgtataat 515

NRRRRRY
Sbjct: 33359294 gtgtataat 33359302

Score = 63.9 bits (32), Expect
Identities = 49/54 (90%), Gaps
Strand = Plus / Plus

8e-08
3/54 (5%)

Query: 7 aagaagatcaagtgtgtgaaccaaagtgaaaataatgtttagaagccaacacag 60

RRRRRRRRRRRRRRRRRRRRRRNNn FEEEEEE T
Sbjct: 33362834 aagaagatcaagtgtgtgaaccaaagtg---ctaatgttcagaagccaacacag
33362884
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Score = 60.0 bits (30), Expect = 1le-06
Identities = 39742 (92%)
Strand = Plus / Plus

Query: 757 ttgttttgtgactgaattgtggcaatgtaacacctggacttt 798

PEEEreeeeeeeeeeeeeneerennr ettt
Sbjct: 33363798 ttgttttgtgactgaattgtggcaatataacggctggacttt 33363839

Score = 58.0 bits (29), Expect = 5e-06
Identities = 44/49 (89%)
Strand = Plus / Plus

Query: 563 gaatacaattggcaaatgggcacttcaactataattagtgaattgattt 611

) FEerrrnener reeerrneer teee reer teeeeerennennnl
Sbjct: 33344315 gaatacaattgataaatgggcacgtcaattatagttagtgaattgattt 33344363

Score = 58.0 bits (29), Expect = 5e-06
Identities = 38/41 (92%)
Strand = Plus / Plus

Query: 757 ttgttttgtgactgaattgtggcaatgtaacacctggactt 797

PEEEEEREe e e e eennr teee 1ttt
Sbjct: 33359460 ttgttttgtgactgaattgtggcaatataacgcgtggactt 33359500

Score = 58.0 bits (29), Expect = 5e-06
Identities = 50/57 (87%)
Strand = Plus / Plus

Query: 283 tcatatcagctgagttgcagacttagctgctagcatttcacgttgtgaatgcaagag 339

) PR reeeeeerrnnner eeeer 0 ek 0e terneneeeer e
Sbjct: 33363218 tcatatcagttgagttgcagacttggctgccatcatatctcgttgtgaatgaaagag

33363274

Score = 56.0 bits (28), Expect = 2e-05
Identities = 34/36 (94%)
Strand = Plus / Plus

Query: 4 ctgaagaagatcaagtgtgtgaaccaaagtgaaaat 39
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) PEEEE e e e e e reetl
Sbjct: 33358592 ctgaacaagatcaagtgtgtgaaccaaagtcaaaat 33358627
Score = 52.0 bits (26), Expect = 3e-04
Identities = 29/30 (96%)
Strand = Plus / Plus
Query: 338 aggaaaaatacatagaaaaagagggaacaa 367
) PEEEERRREer Peee et
Sbjct: 33359137 aggaaaaatacttagaaaaagagggaacaa 33359166
Score = 52.0 bits (26), Expect = 3e-04
Identities = 32/34 (94%)
Strand = Plus / Plus
Query: 1362 tcttgcactactgcatgggcctggcgcaccctac 1395
) PELEEEREEr Peeeeennnee teereennd
Sbjct: 38883185 tcttgcactattgcatgggcctggtgcaccctac 38883218
Score = 50.1 bits (25), Expect = 0.001
Identities = 56/65 (86%), Gaps = 1/65 (1%)
Strand = Plus / Minus
Query: 63 gacaattttgatttctggttaatgggtgtattaaaaatatcagaaaactttcaaatatct

122

) PRERRREeeer v eeeer veeer 0 veeenr reeeennen et eeener teeed
Sbjct: 942192 gacaattttgagttttggtttatgggattcttaaaa-tatcagaaaactttcaattatct
942134

Query: 123 cgagc 127

11
Shjct: 942133 tgagc 942129

Score = 50.1 bits (25), Expect
Identities = 48/55 (87%), Gaps
Strand = Plus / Plus

0.001
3/55 (5%)

Query: 5 tgaagaagatcaagtgtgtgaaccaaagtgaaaataatgtttagaagccaacaca 59
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Sbjct: 33348059 tgaagaagatcaagtttgtaaaccaaagt---aaaaatgttcagaagccaacaca
33348110
Score = 48.1 bits (24), Expect = 0.005
Identities = 55/64 (85%), Gaps = 1/64 (1%)
Strand = Plus / Plus
Query: 68 ttttgatttctggttaatgggtgtattaaaaatatcagaaaactttcaaatatctcgagc

127

Sbjct: 33348140 ttttgatttctggtttatgggtatgatgaaa-tatcagaaaaccttgaaatatcttgagc
33348198

Query: 128 aggc 131

111
Shjct: 33348199 aggc 33348202

Score = 48.1 bits (24), Expect = 0.005
Identities = 42/48 (87%)
Strand = Plus / Plus

Query: 514 ataagtatttaaatgtgagtctcttttatttaattagtttaaataatt 561

) L teeeereneeeeener e v veeeeeer el
Sbjct: 33363505 ataattatttaaatgtgagtcagttttacttaagtagtttaattaatt 33363552

Score = 48.1 bits (24), Expect = 0.005
Identities = 30/32 (93%)
Strand = Plus / Plus

Query: 683 ttggttgaagttattgatctcactggatccat 714

) PEEEEEEEreernnnnnr teeeet teetl
Sbjct: 33363680 ttggttgaagttattgatgtcactgtatccat 33363711

Score = 42_.1 bits (21), Expect
Identities = 41/47 (87%), Gaps
Strand = Plus / Plus

0.31
3/47 (6%)

Query: 495 ttagtcaaatttgtgtataataagtatttaaatgtgagtctctttta 541

) PEEereeneerenneee 0 beeeennner veeeet bt
Sbjct: 33352416 ttagtcaaatttgtgtatagt---tatttaaatgcgagtctgtttta 33352459
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Score = 42_.1 bits (21), Expect = 0.31
Identities = 24/25 (96%)
Strand = Plus / Plus

Query: 690 aagttattgatctcactggatccat 714

) RN NN RN
Sbjct: 33352485 aagttattggtctcactggatccat 33352509

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1284 atgatattaaatttatttt 1302

ANRRRRNNRRRRNRRRNY
Sbjct: 35332218 atgatattaaatttatttt 35332200

Score = 38.2 bits (19), Expect = 4.8
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 93 ttaaaaatatcagaaaactttca 115

) RRRRNNNNRE RN RN
Sbjct: 38373110 ttaaaaatattagaaaactttca 38373088

>gb]CM000847.1] Glycine max chromosome 14, whole genome shotgun sequence
Length = 49711204

Score = 210 bits (106), Expect = 6e-52
Identities = 176/198 (88%), Gaps = 1/198 (0%)
Strand = Plus / Plus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257
) Peeereenereneeerereeeereeereene e e e e e e e e e el
Sbjct: 1802635 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1802694

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttgaagggtggggcc

1317
PEEEEEEE oee teeeerenr teeeeerrn e ey reeeeer teeer 0 il
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Sbjct: 1802695 atctgatacgtgagtcattggctcacatgatattaaattaattttttaaagggaagagcc
1802754

Query: 1318 tgacatagtagcttgctactgggggttcttaagcgtagcctgtgtcttgcactactgcat

1377

) P et veeer te reee o reeeeeeennr i
Sbjct: 1802755 catcatagtagcttgcta-ttggggtttttaagtgtcgcctatttcttgcactacagtat
1802813

Query: 1378 gggcctggcgcaccctac 1395

) FEEEEEEL THEELTd
Sbjct: 1802814 aggcctggcacaccctac 1802831

Score = 50.1 bits (25), Expect = 0.001
Identities = 46/53 (86%)
Strand = Plus / Minus

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttgaaggg 1310

) PEREREer eeeer reneeeeer F reeeeeeer teeeernenenn
Sbjct: 28079029 atctgatacgtgggttattggcccatgttatattaaatccattttttgaaggg
28078977

Score = 42.1 bits (21), Expect = 0.31
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 541 atttaattagtttaaataatt 561

NNRRRRNNRRRRNRRRRNNY
Sbjct: 31602620 atttaattagtttaaataatt 31602640

Score = 42.1 bits (21), Expect = 0.31
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 1210 ggccttttggctaagatcaag 1230

RRRRRNNRRRRRRRRRRY
Sbjct: 48802367 ggccttttggctaagatcaag 48802387

Score = 40.1 bits (20), Expect = 1.2
Identities = 20/20 (100%)



Strand = Plus 7/ Plus

Query: 1182 tgaatacttttataatcata 1201

AURRRRRNRRRRRNRRRNY
Sbjct: 5493175 tgaatacttttataatcata 5493194

Score = 40.1 bits (20), Expect = 1.2
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 1285 tgatattaaatttatttttt 1304

AURRRRRNRRRRRNRRRNY
Sbjct: 23406629 tgatattaaatttatttttt 23406648

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 753 ggttttgttttgtgactga 771

ANRRRRNNRRRRNRRRNY
Sbjct: 7531767 ggttttgttttgtgactga 7531749

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 538 tttatttaattagtttaaa 556

AURRRRRNRRRRNRRRN]
Sbjct: 17378322 tttatttaattagtttaaa 17378340

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 660 tgtttgatgaattaaactt 678

RNNNRRRRRRRRRNNNRN
Sbjct: 43389412 tgtttgatgaattaaactt 43389430
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>gb|CM000848.1] Glycine max chromosome 15, whole genome shotgun sequence
Length = 50939160

Score = 198 bits (100), Expect = 2e-48
Identities = 109/112 (97%)
Strand = Plus / Minus

Query: 1195 aatcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagttt

1254
) R RN RN RN N R RN RN NN NN RN RN
Sbjct: 47447809 aatcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagttt

47447750

Query: 1255 aatatctgatatgtgggtcattggcccacatgatattaaatttattttttga 1306

) Peeereeeeereeeeeeenee e e neer e e e el
Sbjct: 47447749 aatatctgatatgtgggtcattggctcatgtgatattaaatttattttttga 47447698

Score = 97.6 bits (49), Expect = 6e-18

Identities = 102/117 (87%), Gaps = 2/117 (1%)

Strand = Plus / Plus
Query: 1193 ataatcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagt
1252

PR teeen teeeer teeeeee e e e e e e et 0 et 1l
Sbjct: 47444577 ataagcatacttttctccaccttttggctaagatcaagtgca-tatctgttcttagcagt

47444635

Query: 1253 ttaatatctgatatgtgggtcattggcccacatgatattaaattt-attttttgaag

1308
IE e reeeeee e eeeeeer te veer b reeer teeeerrenn

Sbjct: 47444636 tttatatttgatatgtgggccattggctcaaatgaaatttaatttaattttttgaag
47444692

Score = 81.8 bits (41), Expect = 4e-13
Identities = 56/61 (91%)
Strand = Plus / Plus

Query: 1205 ttctcggcecttttggctaagatcaagtgtagtatctgttcttatcagtttaatatctgat

1264

) PEEEEED 0 beer reeeer reeeeeeneerenner teeeeeeeeereeneerel
Sbjct: 3480379 ttctcggtctcttggataagattaagtgtagtatctgttattatcagtttaatatctgat
3480438

Query: 1265 a 1265
I
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Sbjct: 3480439 a 3480439

Score = 48.1 bits (24), Expect = 0.005
Identities = 30/32 (93%)
Strand = Plus / Plus

Query: 1203 ctttctcggccttttggctaagatcaagtgta 1234

) L LeE teeeeereeee et
Sbjct: 10534908 ctttgtcgaccttttggctaagatcaagtgta 10534939

Score = 44_.1 bits (22), Expect = 0.078
Identities = 25/26 (96%)
Strand = Plus / Minus

Query: 1228 aagtgtagtatctgttcttatcagtt 1253

e teeeerennerennnerel
Sbjct: 8066923 aagtatagtatctgttcttatcagtt 8066898

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 100 tatcagaaaactttcaaat 118

) ARRRRRNRRRNNRRRR]
Sbjct: 4322351 tatcagaaaactttcaaat 4322369

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 340 gaaaaatacatagaaaaag 358

) NRNNRRRRRRRRRNNNRR
Sbjct: 11791023 gaaaaatacatagaaaaag 11791041

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus
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Query: 555 aataattggaatacaattg 573

) ARRRRRRRRRRRNNNNNY
Sbjct: 24203271 aataattggaatacaattg 24203289

Score = 38.2 bits (19), Expect = 4.8
Identities = 25/27 (92%)
Strand = Plus / Plus

Query: 534 ctcttttatttaattagtttaaataat 560

PEEEERRREErenner teeer
Sbjct: 28865807 ctcttttatttaattaatttaattaat 28865833

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 660 tgtttgatgaattaaactt 678

ARRRRNNRRRNNRRRN]
Sbjct: 36686919 tgtttgatgaattaaactt 36686901

Score = 38.2 bits (19), Expect = 4.8
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 1422 atgtcatgggtttttattgttct 1444

PEEEERRREEener teenetd
Sbjct: 39331220 atgtcatgggtttttgttgttct 39331242

>gbCM000852.1] Glycine max chromosome 19, whole genome shotgun sequence
Length = 50589441

Score = 192 bits (97), Expect = le-46
Identities = 182/209 (87%), Gaps = 1/209 (0%)
Strand = Plus / Plus

Query: 1191 ttataatcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatca

1250
) L beeerennererneeeeneeeeeneee e e e e e e e e e el
Sbjct: 48881537 ttatattcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatca

48881596
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Query: 1251 gtttaatatctgatatgtgggtcattggcccacatgatattaaatttattttttgaaggg

1310
) PEEErrreeerennereenr  reeeer et reeeeenneer reeereeerel
Sbjct: 48881597 gtttaatatctgatatgtggaccattggtccacacgatattaaattacttttttgaaggg

48881656

Query: 1311 tggggcctgacatagtagcttgctactgggggttcttaagcgtagcctgtgtcttgcact

1370
N e e e N R R R RN R R A e A R A A A R R RN
Sbjct: 48881657 gaggggccaatacagtagcttgctact-gggtctctcatgggtcgcccatgtgttgcact

48881715

Query: 1371 actgcatgggcctggcgcaccctacgatt 1399

FEE PEEeennne e et reetd
Sbjct: 48881716 attgcttgggcctggcgcaccctccgatt 48881744

Score = 186 bits (94), Expect = 8e-45
Identities = 109/114 (95%)
Strand = Plus / Plus

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256
fEereeeeee e e e e e e e e e e e e e e e e e e et el
Sbjct: 48821239 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

48821298

Query: 1257 tatctgatatgtgggtcattggcccacatgatattaaatttattttttgaaggg 1310

) PEEEEEenerreneereeneer e eeeeeenneer reeeer teel
Sbjct: 48821299 tatctgatatgtgggtcattggtccacacgatattaaattacttttttaaaggg
48821352

Score = 40.1 bits (20), Expect = 1.2
Identities = 23/24 (95%)
Strand = Plus / Minus

Query: 535 tcttttatttaattagtttaaata 558

) FEEEEEREEEr Pt
Sbjct: 50266349 tcttttatttatttagtttaaata 50266326

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus



Query: 1228 aagtgtagtatctgttctt 1246

ANRRRRRNRRRRNRRRN]
Sbjct: 7198619 aagtgtagtatctgttctt 7198637

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 888 tttccatatttatgaaaac 906

) NRRRRNNNNNRRRRRRNY
Sbjct: 34414552 tttccatatttatgaaaac 34414534

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 66 aattttgatttctggttaa 84

ANRRRRRNRRRRNRRRNY
Sbjct: 40675436 aattttgatttctggttaa 40675454

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1168 ataaaaaacacatctgaat 1186

) RRRRRNNNRRRRRRRNY
Sbjct: 42186810 ataaaaaacacatctgaat 42186792

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1047 tctcaattcactcattcat 1065

ARRRRNNRRRRNRRRNY
Sbjct: 43138670 tctcaattcactcattcat 43138652
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>gb | ACUP01000042.1] Glycine max chromosome 1 GLYMAchr_01 Cont42, whole genome
shotgun

sequence
Length = 41091

Score = 190 bits (96), Expect = 5e-46
Identities = 169/192 (88%), Gaps = 1/192 (0%)
Strand = Plus / Plus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat 1257

) Peeerrnerereeeeeeeeeeeereee et eee e e e e e e e e e e e el
Sbjct: 9784 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat 9843

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttgaagggtggggec 1317

PEEEreneeerer  reener reeer teeeereeerereeeeerenr e el
Sbjct: 9844 atctgatatgtggaccattggtccacacgatattaaatttattttttgagggagagggtc 9903

Query: 1318 tgacatagtagcttgctactgggggttcttaagcgtagcctgtgtcttgcactactgcat 1377

e rrreeeerenneer vee veer reeer o teeeee e
Sbjct: 9904 catcacagtagcttgctact-gggattctcgagcgtcgctcttgtcttgcactactgcaa 9962

Query: 1378 gggcctggcgca 1389

RN RRNRRL
Sbjct: 9963 gtgcctggcgca 9974

Score = 180 bits (91), Expect = 5e-43
Identities = 1037107 (96%)
Strand = Plus / Plus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat
1257

I I
Sbjct: 18602 catacctttctcggccttttggctaagatcaagtgtagtatc
18661

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttatttttt 1304

) PEEereneeerer  reener teeer e e e el
Sbjct: 18662 atctgatatgtggaccattggtccacacgatattaaatttatttttt 18708

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 65 caattttgatttctggtta 83
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) NRRRRRNRRRRNRRRNY
Sbjct: 10182 caattttgatttctggtta 10200

>gb|CM000834.1] Glycine max chromosome 1, whole genome shotgun sequence
Length = 55915595

Score = 190 bits (96), Expect = 5e-46
Identities = 169/192 (88%), Gaps = 1/192 (0%)
Strand = Plus / Plus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat
1257

I I
Sbjct: 2811128 catacctttctcggccttttggctaagatcaagtgtagtatc
2811187

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttgaagggtggggcc

1317
IIIIIIIIIIIII LEEEED e teenneerenneerenneeer e n i
Sbjct: 2811188 atctgatatgtggaccattggtccacacgatattaaatttattttttgagggagagggtc

2811247

Query: 1318 tgacatagtagcttgctactgggggttcttaagcgtagcctgtgtcttgcactactgcat

1377
) fEreeeeeeeeennnr ree teer e te beeee e e e
Sbjct: 2811248 catcacagtagcttgctact-gggattctcgagcgtcgctcttgtcttgcactactgcaa

2811306

Query: 1378 gggcctggcgca 1389

RN RRNRRL
Sbjct: 2811307 gtgcctggcgca 2811318

Score = 180 bits (91), Expect = 5e-43
Identities = 1037107 (96%)
Strand = Plus / Plus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257
) PEEreeeeeeee e e e e e ettt el
Sbjct: 2819946 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

2820005

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttatttttt 1304

) PEerrenenener reeenr eeeet terrrne e
Sbjct: 2820006 atctgatatgtggaccattggtccacacgatattaaatttatttttt 2820052



Score = 40.1 bits (20), Expect = 1.2
Identities = 20/20 (100%)
Strand = Plus 7/ Plus

Query: 420 tgatttattattgaaaagta 439

AURRRRRNRRRRRNRRRNY
Sbjct: 20857888 tgatttattattgaaaagta 20857907

Score = 40.1 bits (20), Expect = 1.2
Identities = 23/24 (95%)
Strand = Plus / Plus

Query: 543 ttaattagtttaaataattggaat 566

PELEEEREREEE LRt
Sbjct: 43837723 ttaattagtttacataattggaat 43837746

Score = 40.1 bits (20), Expect = 1.2
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 1284 atgatattaaatttattttt 1303

ANRRRRRNRRRRRNRRRNY
Sbjct: 54120731 atgatattaaatttattttt 54120750

Score = 40.1 bits (20), Expect = 1.2
Identities = 32/36 (88%)
Strand = Plus / Minus

Query: 537 ttttatttaattagtttaaataattggaatacaatt 572

PEEEERRREErer eeeeenner oe reet vt
Sbjct: 55381544 ttttatttaattaatttaaataaatgtaatataatt 55381509

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 65 caattttgatttctggtta 83

Dow AgroSciences LLC
Study ID: 102117
Page 78



Dow AgroSciences LLC
Study ID: 102117
Page 79

) NRNNNRRRRRRRRNNNRR
Sbjct: 2811526 caattttgatttctggtta 2811544

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 538 tttatttaattagtttaaa 556

) URRRRRNRRRRNRRRN]
Sbjct: 3759740 tttatttaattagtttaaa 3759758

>gbCM000841.1] Glycine max chromosome 8, whole genome shotgun sequence
Length = 46995532

Score = 188 bits (95), Expect = 2e-45
Identities = 169/191 (88%), Gaps = 2/191 (1%)
Strand = Plus / Minus

Query: 1195 aatcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagttt
1254

I |
Sbjct: 1382815 aatcatacctttctcggccttttggctaagatcaagtgtagtatc
1382756

Query: 1255 aatatctgatatgtgggtcattggcccacatgatattaaatttattttttgaagggtggg

1314
IIIIIIIIIIIIIIII LEEEEE reer eeeenneeeer teeeneeer e i
Sbjct: 1382755 aatatctgatatgtggaccattggttcacacgatattaaattaattttttgaggggaggg

1382696

Query: 1315 gcctgacatagtagcttgctactgggggttcttaagcgtagectgtgtcttgcactactg

1374
et rereeeeerenneeeenr e rr reer tee ree beereeneenl
Sbjct: 1382695 tcc-accacagtagcttgctactggggctt-tcatgcgtcgcccatgtgttgcactactg

1382638

Query: 1375 catgggcctgg 1385

ARRRR RN
Sbjct: 1382637 cacgggcctgg 1382627

Score = 176 bits (89), Expect = 8e-42
Identities = 104/109 (95%)
Strand = Plus / Minus
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Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257

) RN NN NN RN RN NN NN RN NN NN NN
Sbjct: 42971741 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat
42971682

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttga 1306

) PEEEreeneeeer  reennr v teeeereeeee el
Sbjct: 42971681 atctgatatgtggaccattggttcacacgatattaaatttattttttga 42971633

Score = 168 bits (85), Expect = 2e-39
Identities = 1037109 (94%)
Strand = Plus / Minus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257
) Peeerrrnereneeereeeeeereee e e e e e e e e e e e e e el
Sbjct: 42978281 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

42978222

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttga 1306

) RN e R N N RN RN NRRRRRNRRRRRARRRNY
Sbjct: 42978221 atctgatatgtgaaccattggttcacacgatattaaatttattttttga 42978173

Score = 153 bits (77), Expect = le-34
Identities = 77/77 (100%)
Strand = Plus / Plus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257
) Peeerreeereneeereeeeereeee e e e e e e e e e e e el
Sbjct: 13894980 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

13895039

Query: 1258 atctgatatgtgggtca 1274

) NRNNNRRRRRRRRANY
Sbjct: 13895040 atctgatatgtgggtca 13895056

Score = 153 bits (77), Expect = l1le-34
Identities = 77/77 (100%)
Strand = Plus / Minus
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Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257

) Peeerernereeeerreeeeereeee e e e e e e e e e e e e e el
Sbjct: 13908144 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat
13908085

Query: 1258 atctgatatgtgggtca 1274

NNRRRRNNRRRNNENNE
Sbjct: 13908084 atctgatatgtgggtca 13908068

Score = 56.0 bits (28), Expect = 2e-05
Identities = 28/28 (100%)
Strand = Plus / Minus

Query: 1365 tgcactactgcatgggcctggcgcaccc 1392

AR RRRNRRR RNy
Sbjct: 1829061 tgcactactgcatgggcctggcgcaccc 1829034

Score = 56.0 bits (28), Expect = 2e-05
Identities = 37/40 (92%)
Strand = Plus / Minus

Query: 1199 atacctttctcggccttttggctaagatcaagtgtagtat 1238

PEEEEEEEEr teeeerennee e e teereennd
Sbjct: 10446722 atacctttctaggccttttggctaagagcatgtgtagtat 10446683

Score = 46.1 bits (23), Expect = 0.020
Identities = 38/43 (88%)
Strand = Plus / Minus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatct 1240

) PEEEERneeee ceeeer eeeeer e veeeeen el
Sbjct: 1829162 catacctttctcagcctttgggctaatattaagtgtattatct 1829120

Score = 46.1 bits (23), Expect = 0.020
Identities = 32/35 (91%)
Strand = Plus / Minus

Query: 1228 aagtgtagtatctgttcttatcagtttaatatctg 1262



Dow AgroSciences LLC
Study ID: 102117
Page 82

) e e e e e reeernnd
Sbjct: 10379060 aagtgtaggacctgttcttatcagttcaatatctg 10379026

Score = 40.1 bits (20), Expect = 1.2
Identities = 32/36 (83%)
Strand = Plus / Minus

Query: 1199 atacctttctcggccttttggctaagatcaagtgta 1234

) PEEerenner eer reeer Teennerennnetl
Sbjct: 10379095 atacctttcttggctttttgattaagatcaagtgta 10379060

Score = 40.1 bits (20), Expect = 1.2
Identities 20/20 (100%)
Strand = Plus / Plus

Query: 1288 tattaaatttattttttgaa 1307

) NNNNNRRRRRRRRRNNNRR
Sbjct: 31701759 tattaaatttattttttgaa 31701778

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 660 tgtttgatgaattaaactt 678

ARRRRNNRRRRNRRRNY
Sbjct: 19056 tgtttgatgaattaaactt 19074

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1179 atctgaatacttttataat 1197

) RRRRRNNRNRRRRRRY
Sbjct: 5302133 atctgaatacttttataat 5302151

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus



Query: 1161 ttgtcttataaaaaacaca 1179

AARRRRRNRRRRNRRRN]
Sbjct: 10248535 ttgtcttataaaaaacaca 10248517

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 100 tatcagaaaactttcaaat 118

) ARRRRRNNRRRRRRRRNY
Sbjct: 14295824 tatcagaaaactttcaaat 14295806

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 67 attttgatttctggttaat 85

ANRRRRNNRRRRNRRRNY
Sbjct: 14337022 attttgatttctggttaat 14337004

Score = 38.2 bits (19), Expect = 4.8
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 1364 ttgcactactgcatgggcctggc 1386
FEEEREEEEEEer Leeeenetd

Sbjct: 42971577 ttgcactactgcaagggcctggc 42971555

Score = 38.2 bits (19), Expect = 4.8
Identities = 22/23 (95%)
Strand = Plus /7 Minus

Query: 1364 ttgcactactgcatgggcctggc 1386
RRRRRRRRRRNIERRRNNN]

Sbjct: 42978117 ttgcactactgcaagggcctggc 42978095
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Score = 38.2 bits (19), Expect = 4.8
Identities = 25/27 (92%)
Strand = Plus / Plus
Query: 534 ctcttttatttaattagtttaaataat 560
) CEEEERRREEreener teeer tl
Sbjct: 44324280 ctcttttatttaattaatttaattaat 44324306
>gb]CM000846.1] Glycine max chromosome 13, whole genome shotgun sequence
Length = 44408971
Score = 184 bits (93), Expect = 3e-44
Identities = 1057109 (96%)
Strand = Plus / Plus
Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257

) NN RN RN NN R RN NN NN R RN NN NN RN RNRNNRRRRY
Sbjct: 37062846 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat
37062905

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttga 1306

PEEEERRREerenr reener reeer teeeeeeenr teeeeernl
Sbjct: 37062906 atctgatatgtgggccattggtccacacgatattaaatgtattttttga 37062954

Score = 56.0 bits (28), Expect = 2e-05
Identities = 34/36 (94%)
Strand = Plus / Minus

Query: 1242 ttcttatcagtttaatatctgatatgtgggtcattg 1277

P teeenneee e e e e eyttt
Sbjct: 40184162 ttcttattagtttaatatctgatatgtggatcattg 40184127

Score = 50.1 bits (25), Expect = 0.001
Identities = 28/29 (96%)
Strand = Plus / Minus

Query: 1203 ctttctcggccttttggctaagatcaagt 1231

AR NN RN NN NNRRRRNNNR]
Sbjct: 12179706 ctttgtcggccttttggctaagatcaagt 12179678
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Score = 48.1 bits (24), Expect = 0.005
Identities = 39/44 (88%)
Strand = Plus / Plus

Query: 1205 ttctcggcecttttggctaagatcaagtgtagtatctgttcttat 1248

) L Teeeereeeeeeeneerennr e v teeeretnnd
Sbjct: 21664790 ttcttggccttttggctaagatcaagcgcattgtctgttcttat 21664833

Score = 44.1 bits (22), Expect = 0.078
Identities = 25/26 (96%)
Strand = Plus / Plus

Query: 1228 aagtgtagtatctgttcttatcagtt 1253

e teeeerennereennereml
Sbjct: 31101874 aagtatagtatctgttcttatcagtt 31101899

Score = 42.1 bits (21), Expect = 0.31
Identities = 33/37 (89%)
Strand = Plus / Minus

Query: 1274 attggcccacatgatattaaatttattttttgaaggg 1310

) PEEEEeenr  teeeeeenneer veer teeeettl
Sbjct: 3207022 attggcccaagtgatattaaattcatttcttgaaggg 3206986

Score = 40.1 bits (20), Expect = 1.2
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 343 aaatacatagaaaaagaggg 362

AURRRRRNRRRRRNRRRNY
Sbjct: 11008408 aaatacatagaaaaagaggg 11008389

Score = 40.1 bits (20), Expect = 1.2
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 89 tgtattaaaaatatcagaaa 108

) AURRRRRNRRRRRNRRRN]
Sbjct: 35196522 tgtattaaaaatatcagaaa 35196541



Score = 38.2 bits (19), Expect = 4.8
Identities = 22/23 (95%)
Strand = Plus 7/ Plus

Query: 335 aagaggaaaaatacatagaaaaa 357

AR NN RNRRR NN
Sbjct: 1730997 aagatgaaaaatacatagaaaaa 1731019

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 540 tatttaattagtttaaata 558

ARRRRNNRRRRNRRRN]
Sbjct: 5500092 tatttaattagtttaaata 5500074

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1286 gatattaaatttatttttt 1304

) ANRRRRRNRRRRNRRRN]
Sbjct: 32295140 gatattaaatttatttttt 32295158

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 576 aaatgggcacttcaactat 594

ANRRRRNNRRRRNRRRN]
Sbjct: 37340202 aaatgggcacttcaactat 37340220

Score = 38.2 bits (19), Expect = 4.8
Identities = 37/43 (86%)
Strand = Plus / Minus

Query: 1044 tcttctcaattcactcattcatcaaaatcagcagttttatgca 1086
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) PEEE Leeeeeeennnner reeeenr 0 reet teeetd
Sbjct: 42548733 tcttttcaattcactcatttgtcaaaattaccagtgttatgca 42548691

>gb]CM000850.1] Glycine max chromosome 17, whole genome shotgun sequence
Length = 41906774

Score = 178 bits (90), Expect = 2e-42
Identities = 1087114 (94%)
Strand = Plus / Plus

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256
) RN RN RN RN NN R RN NN NN NN RN RN RN
Sbjct: 2937954 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

2938013

Query: 1257 tatctgatatgtgggtcattggcccacatgatattaaatttattttttgaaggg 1310

PEEERRRRErennr reeeer veeer vreeeeenneer eeeeer teel
Sbjct: 2938014 tatctgatatgtgggccattggtccacacgatattaaattacttttttaaaggg 2938067

Score = 178 bits (90), Expect = 2e-42
Identities = 1087114 (94%)
Strand = Plus / Plus

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256
fEereeereee e e e e et e e e e e e ettt d
Sbjct: 2941445 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

2941504

Query: 1257 tatctgatatgtgggtcattggcccacatgatattaaatttattttttgaaggg 1310

) CEEEERRRErennr reeeer veeer veeeeenneer reeeer teel
Sbjct: 2941505 tatctgatatgtgggccattggtccacacgatattaaattactttttttaaggg 2941558

Score = 174 bits (88), Expect = 3e-41
Identities = 97/100 (97%)
Strand = Plus / Minus

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256
) fEereeeeeeee e e e ettt e e e e e e e ettt
Sbjct: 2537281 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

2537222
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Query: 1257 tatctgatatgtgggtcattggcccacatgatattaaatt 1296

) PEERRRRRRRReeer teeeen teeel teeetennttd
Sbjct: 2537221 tatctgatatgtgggccattggtccacacgatattaaatt 2537182

Score = 174 bits (88), Expect = 3e-41
Identities = 97/100 (97%)
Strand = Plus / Minus

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256
FEEEEEEE e e e e e e e e e e e e e e e e e e e e e e e

Sbjct: 3008773 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa
3008714

Query: 1257 tatctgatatgtgggtcattggcccacatgatattaaatt 1296

PEEERRRReerennr teeeer teeer teeeerennl
Sbjct: 3008713 tatctgatatgtgggccattggtccacacgatattaaatt 3008674

Score = 170 bits (86), Expect = 5e-40
Identities = 107/114 (93%)
Strand = Plus / Minus

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256
FEEEEEEE e e e e e e e e e e e e e e e e e e e e e e e

Sbjct: 3003317 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa
3003258

Query: 1257 tatctgatatgtgggtcattggcccacatgatattaaatttattttttgaaggg 1310

PEEEreeneerenr  reeeer et reeeeenneer peeeer reel
Sbjct: 3003257 tatctgatatgtggaccattggtccacacgatattaaattacttttttaaaggg 3003204

Score = 168 bits (85), Expect = 2e-39
Identities = 1037109 (94%)
Strand = Plus / Plus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257
FEEEEEEEEE e e e e e e e e e e e e e e e e e e e e e el

Sbjct: 33778443 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat
33778502
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Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttga 1306

) PEEEEeeeeeeer ettt 0 teeeee el
Sbjct: 33778503 atctgatatgtggaccattggttcacacggtattaaatttattttttga 33778551

Score = 44_.1 bits (22), Expect = 0.078
Identities = 22/22 (100%)
Strand = Plus / Minus

Query: 1197 tcatacctttctcggccttttg 1218

ANRRRRRNRRRRRNRRRNNNY
Sbjct: 6509077 tcatacctttctcggccttttg 6509056

Score = 42.1 bits (21), Expect = 0.31
Identities = 21/21 (100%)
Strand = Plus / Minus

Query: 1236 tatctgttcttatcagtttaa 1256

) AURRRRNNRRRRRRRRRNNY
Sbjct: 10420262 tatctgttcttatcagtttaa 10420242

Score = 40.1 bits (20), Expect = 1.2
Identities = 23/24 (95%)
Strand = Plus / Plus

Query: 335 aagaggaaaaatacatagaaaaag 358

PR Leereennetd
Sbjct: 11865708 aagaggaaaaatccatagaaaaag 11865731

Score = 40.1 bits (20), Expect = 1.2
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 1289 attaaatttattttttgaag 1308

ANRRRRRNRRRRNNRRRN]
Sbjct: 18140927 attaaatttattttttgaag 18140908

Score = 40.1 bits (20), Expect = 1.2
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Identities = 23/24 (95%)
Strand = Plus /7 Minus

Query: 1203 ctttctcggccttttggctaagat 1226

NNNNUE RN RN RNNRRRRRNY
Sbjct: 24018186 ctttcttggccttttggctaagat 24018163

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 510 tataataagtatttaaatg 528

URRRRRNRRRRNRRRN]
Sbjct: 3948135 tataataagtatttaaatg 3948153

Score = 38.2 bits (19), Expect = 4.8
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 1282 acatgatattaaatttatttttt 1304

TEEEREEEEeeenner teet
Sbjct: 14684342 acatgatattaaatttttttttt 14684320

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1290 ttaaatttattttttgaag 1308

) ANRRRRNNRRRRNRRRNY
Sbjct: 18875136 ttaaatttattttttgaag 18875154

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1284 atgatattaaatttatttt 1302

) NRRNRRRRRRNNNNNNNY
Sbjct: 19502204 atgatattaaatttatttt 19502222
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Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 538 tttatttaattagtttaaa 556

AURRRRRNRRRRNRRRNY
Sbjct: 33660393 tttatttaattagtttaaa 33660375

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1287 atattaaatttattttttg 1305

) RRRRRNNNNRRRRRRNY
Sbjct: 34948758 atattaaatttattttttg 34948776

>gb|CM000835.1] Glycine max chromosome 2, whole genome shotgun sequence
Length = 51656713

Score = 176 bits (89), Expect = 8e-42
Identities = 104/109 (95%)
Strand = Plus / Minus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257
) R RN RN RN NN NN R RN N NN NN RN RNNNNRRR RN
Sbjct: 3481683 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

3481624

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttga 1306

) PEEEreeeeerer  reennr v teeeereeeee e
Sbjct: 3481623 atctgatatgtggaccattggttcacacgatattaaatttattttttga 3481575

Score = 163 bits (82), Expect = l1le-37
Identities = 106/114 (92%)
Strand = Plus / Plus

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256
PEEE P e e e ettt i
Sbjct: 26013635 tcatgcctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagattaa

26013694
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Query: 1257 tatctgatatgtgggtcattggcccacatgatattaaatttattttttgaaggg 1310

Sbjct: 26013695 tatctgatatgtgggtcaatgattcacatgatattaaattacttttttgaaggg
26013748

Score = 97.6 bits (49), Expect = 6e-18
Identities = 64/69 (92%)
Strand = Plus / Minus

Query: 1202 cctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaatatct

1261
PEEErrreeeeeee e reee e e e e e e vereenner teeereen 1l

Sbjct: 3479030 cctttctcggccttttggtaaagatcaagtgtagtatttgttcttattagtttaatgtct
3478971

Query: 1262 gatatgtgg 1270

NRRRRNY
Sbjct: 3478970 gatatgtgg 3478962

Score = 65.9 bits (33), Expect = 2e-08
Identities = 48/53 (90%)
Strand = Plus / Minus

Query: 650 agtagagtgatgtttgatgaattaaacttaagattggttgaagttattgatct 702

) PEEEEEE e eeeeer reeeenneeeer reenee e e el
Sbjct: 37818713 agtagagagatttttgattaattaaacttaatgttggttgaagttattgatct

37818661

Score = 61.9 bits (31), Expect = 3e-07
Identities = 61/71 (85%)
Strand = Plus / Plus

Query: 1236 tatctgttcttatcagtttaatatctgatatgtgggtcattggcccacatgatattaaat

1295
) FEEEEERE el reerreeeeeeeeerreeer teeeer reet teer reetd
Sbjct: 8550527 tatctgtttttattagtttaatatctgatatgtgaaccattggttcacacgatactaaat

8550586

Query: 1296 ttattttttga 1306

I LEEEEEL
Sbjct: 8550587 taattttttga 8550597
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Score = 60.0 bits (30), Expect = 1le-06
Identities = 30/30 (100%)
Strand = Plus / Minus

Query: 1198 catacctttctcggccttttggctaagatc 1227

) RRRRRNNNNNRRRRRRRRRNNRNRRRRNy
Sbjct: 3480006 catacctttctcggccttttggctaagatc 3479977

Score = 46.1 bits (23), Expect = 0.020
Identities = 29/31 (93%)
Strand = Plus / Minus

Query: 542 tttaattagtttaaataattggaatacaatt 572

LR e reeneereeneerel
Sbjct: 30941670 tttaataagtttaactaattggaatacaatt 30941640

Score = 40.1 bits (20), Expect = 1.2
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 1292 aaatttattttttgaagggt 1311

) RRRRRNNNNRRR RN
Sbjct: 42907522 aaatttattttttgaagggt 42907503

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1286 gatattaaatttatttttt 1304

) ANRRRRRNRRRRNRRRN]
Sbjct: 42796768 gatattaaatttatttttt 42796786

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus
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Query: 1289 attaaatttattttttgaa 1307

) RRRRNNNRRRRRR RN
Sbjct: 49531920 attaaatttattttttgaa 49531902

>gb]CM000838.1] Glycine max chromosome 5, whole genome shotgun sequence
Length = 41936504

Score = 168 bits (85), Expect = 2e-39
Identities = 1037109 (94%)
Strand = Plus / Minus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257

) teeeererrernee e eeerneee e teenereee e e e e e ey veerel
Sbjct: 36280822 catacctttctcggccttttggctaagatcaaatgtagtatctgttcttatccgtttaat
36280763

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttga 1306

) PEEereneeereneeerennr v teer teeeeereeneeren
Sbjct: 36280762 atctgatatgtgggtcattggttcacacgataataaatttattttttga 36280714

Score = 161 bits (81), Expect = 5e-37
Identities = 1027109 (93%)
Strand = Plus / Plus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257

) Peeerrneerenneereeee e e e et e e e e e e e e e e e el
Sbjct: 40623005 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat
40623064

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttga 1306

) PEEereeeeerer e oe v teeeereener teeeerenl
Sbjct: 40623065 atctgatatgtggaccatcggttcacacgatattaaattaattttttga 40623113

Score = 56.0 bits (28), Expect = 2e-05
Identities = 31/32 (96%)
Strand = Plus / Plus

Query: 1203 ctttctcggccttttggctaagatcaagtgta 1234

) RRRRRRRRRRRRR RN RN
Sbjct: 18421847 ctttctcggccttttggctgagatcaagtgta 18421878
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Score = 42.1 bits (21), Expect = 0.31
Identities = 27/29 (93%)
Strand = Plus / Plus
Query: 1364 ttgcactactgcatgggcctggcgcaccc 1392
) PR Teer Peenne et
Sbjct: 40623170 ttgcactattgcacgggcctggcgcaccc 40623198
Score = 38.2 bits (19), Expect = 4.8
Identities = 25/27 (92%)
Strand = Plus / Minus
Query: 534 ctcttttatttaattagtttaaataat 560
) PEEEEEERRRneeer teeen 1l
Sbjct: 4394340 ctcttttatttaattaatttaattaat 4394314
Score = 38.2 bits (19), Expect = 4.8
Identities = 25/27 (92%)
Strand = Plus / Plus
Query: 1203 ctttctcggccttttggctaagatcaa 1229
) PR Ternee e
Sbjct: 41815531 ctttctctaccttttggctaagatcaa 41815557
>gb|CM000836.1] Glycine max chromosome 3, whole genome shotgun sequence
Length = 47781076
Score = 167 bits (84), Expect = 8e-39
Identities = 129/144 (89%)
Strand = Plus / Plus
Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

1257

) Peeerreeerenneerereeeereeee e e e e e e e e e e el
Sbjct: 30967764 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat

30967823

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttgaagggtggggcc

1317
Erreeeeeeer reener v teeeerenner reeeeeenr e el
Sbjct: 30967824 atttgatatgtggaccattggttcacacgatattaaattaattttttgagggggagggtc

30967883
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Query: 1318 tgacatagtagcttgctactgggg 1341

(ARRRRNRRRRRNRRRNNY
Sbjct: 30967884 cattatagtagcttgctactgggg 30967907

Score = 107 bits (64), Expect = 6e-21
Identities = 91/101 (90%), Gaps = 37101 (2%)
Strand = Plus / Plus

Query: 1197 tcatacctttctcggccttttggctaa-gatcaagtgtagtatctgttcttatcagttta

1255

) P teeerenneeeenr renner teeeeeennee e e e et
Sbjct: 46169734 tcataactttctcggcctttgggctaaagatcaagtgtagtacctgttttt--cagttta
46169791

Query: 1256 atatctgatatgtgggtcattggcccacatgatattaaatt 1296

) PEEEERRRErener reneeer veeet teeeeennetd
Sbjct: 46169792 atatctgatatgtggttcattggtccacacgatattaaatt 46169832

Score = 95.6 bits (48), Expect = 2e-17
Identities = 84/96 (87%)
Strand = Plus / Minus

Query: 1199 atacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaata

1258

) P e b reeeneeeenneer vee re vk v teeererneere
Sbjct: 47109816 atacctttttcagtcttttggctaagatgaaggatattatgtgtttttatcagtttaata
47109757

Query: 1259 tctgatatgtgggtcattggcccacatgatattaaa 1294

) el teennee e teennne et
Sbjct: 47109756 tatgatatatgggtcattggtccacatgatattaaa 47109721

>gb]CM000840.1] Glycine max chromosome 7, whole genome shotgun sequence
Length = 44683157

Score = 163 bits (82), Expect = l1le-37
Identities = 1067114 (92%)
Strand = Plus / Plus

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256
EEEEEEE e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e el
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Sbjct: 41572420 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa
41572479

Query: 1257 tatctgatatgtgggtcattggcccacatgatattaaatttattttttgaaggg 1310

PEEERRReneneenr eeet oe et 0 eeeeeeee teeeel 1l
Sbjct: 41572480 tatctgatatgtggatcatcggtccacacggtattaaattacttttttaaaggg

41572533

Score = 91.7 bits (46), Expect = 4e-16
Identities = 61/66 (92%)
Strand = Plus / Minus

Query: 637 ttaagttagtaatagtagagtgatgtttgatgaattaaacttaagattggttgaagttat

696
FEEerrneer o reeerrnnee teeeer eeeeee e e teeer el

Sbjct: 29606647 ttaagttagtcacagtagagtgatatttgattaattaaacttaagtttggttgaagttat
29606588

Query: 697 tgatct 702

I
Shjct: 29606587 tgatct 29606582

Score = 60.0 bits (30), Expect = 1le-06
Identities = 42/46 (91%)
Strand = Plus / Minus

Query: 1215 tttggctaagatcaagtgtagtatctgttcttatcagtttaatatc 1260

) PEEEEEDE e e veer tennee e e e e e el
Sbjct: 9433994 tttggcttagaacaaatgtaatatctgttcttatcagtttaatatc 9433949

Score = 42.1 bits (21), Expect = 0.31
Identities = 21/21 (100%)
Strand = Plus / Minus

Query: 1284 atgatattaaatttatttttt 1304

) RRRRRNNNRRRRRRRRRY
Sbjct: 42960674 atgatattaaatttatttttt 42960654

Score = 38.2 bits (19), Expect = 4.8
Identities = 22/23 (95%)
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Strand = Plus /7 Minus

Query: 419 ttgatttattattgaaaagtaat 441

PEEEEE DEEERRRereennetl
Sbjct: 7255968 ttgattgattattgaaaagtaat 7255946

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 932 taacatacaagtaatgtaa 950

ARRRRRNRRRRNRRRN]
Sbjct: 16511118 taacatacaagtaatgtaa 16511136

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 531 agtctcttttatttaatta 549

ANRRRRNNRRRRNRRRNY
Sbjct: 35408669 agtctcttttatttaatta 35408651

Score = 38.2 bits (19), Expect = 4.8
Identities = 28/31 (90%)
Strand = Plus / Plus

Query: 1364 ttgcactactgcatgggcctggcgcacccta 1394

PR reeeeeeeneeer el
Sbjct: 41572586 ttgcactatagcatgggcctggcacacccta 41572616

>gb|CM000837.1] Glycine max chromosome 4, whole genome shotgun sequence
Length = 49243852

Score = 163 bits (82), Expect = l1le-37
Identities = 1067114 (92%)
Strand = Plus / Plus

Query: 1197 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa

1256
EEEEEEE e e e e e e e e e e e e e e e e e e e e e e e e e e e e
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Sbjct: 6336509 tcatacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaa
6336568

Query: 1257 tatctgatatgtgggtcattggcccacatgatattaaatttattttttgaaggg 1310

PEEeeeeeeeeeer  teeeer teet teeeeeeeee  teeeen 1l
Sbjct: 6336569 tatctgatatgtggaccattggttcacacgatattaaattacttttttaaaggg 6336622

Score = 63.9 bits (32), Expect = 8e-08
Identities = 35/36 (97%)
Strand = Plus / Minus

Query: 1199 atacctttctcggccttttggctaagatcaagtgta 1234

PEEEREREee e et e et
Sbjct: 33368741 atacctttctcggccatttggctaagatcaagtgta 33368706

Score = 42_.1 bits (21), Expect = 0.31
Identities = 30/33 (90%)
Strand = Plus / Plus

Query: 1198 catacctttctcggccttttggctaagatcaag 1230

et teeeee e et
Sbjct: 7296172 catacctttctctaccttttggctaagttcaag 7296204

Score = 40.1 bits (20), Expect = 1.2
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 1286 gatattaaatttattttttg 1305

) AURRRRRNRRRRNNRRRNY
Sbjct: 7117624 gatattaaatttattttttg 7117643

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 504 tttgtgtataataagtatt 522

) NERRRRRRRRRRRNNNNY
Sbjct: 4273993 tttgtgtataataagtatt 4274011
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>gb|GG730463.1] Glycine max unplaced genomic scaffold GLYMAscaffold_247,
whole genome
shotgun sequence
Length = 19143

Score = 159 bits (80), Expect = 2e-36
Identities = 128/144 (88%)
Strand = Plus / Minus

Query: 1198 catacctttctcggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat 1257

) PEEEEREREer reeeeeneeeerneerenne e e e ee e e e e e e e el
Sbjct: 6435 catacctttcttggccttttggctaagatcaagtgtagtatctgttcttatcagtttaat 6376

Query: 1258 atctgatatgtgggtcattggcccacatgatattaaatttattttttgaagggtggggcc 1317

Erreeeeeeer reener v teeeerenner veeeeeenr e il
Sbjct: 6375 atttgatatgtggaccattggttcacacgatattaaattaattttttgagggggagggtc 6316

Query: 1318 tgacatagtagcttgctactgggg 1341

AERRRRRNRRRRRNRRRNY
Sbjct: 6315 cattatagtagcttgctactgggg 6292

>gb]CM000851.1] Glycine max chromosome 18, whole genome shotgun sequence
Length = 62308140

Score = 123 bits (62), Expect = le-25
Identities = 114/130 (87%), Gaps = 1/130 (0%)
Strand = Plus / Plus

Query: 1212 ccttttggctaagatcaagtgtagtatctgttcttatcagtttaatatctgatatgtggg

1271
) teeeeerrereereeeeeeeeeeeneee et reeeee e e e teneneeernnl
Sbjct: 9627275 ccttttggctaagatcaagtgtagtatctgttcttgccagtttaatatttgatatgtggg

9627334

Query: 1272 tcattggcccacatgatattaaatttattttttgaagggtggggcctgacatagtagctt

1331
) e reeeneeeeenner vee reeer reeener v e v terneetd
Sbjct: 9627335 ccattggttcacatgatattaaaattacttttt-aagggtagtgtccaacacagtagctt

9627393

Query: 1332 gctactgggg 1341

AR
Sbjct: 9627394 gctattgggg 9627403

Score = 58.0 bits (29), Expect = 5e-06
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Identities = 36/37 (97%), Gaps = 1/37 (2%)
Strand = Plus / Plus

Query: 1199 atacctttctcggccttttggctaagatcaagtgtag 1235

PEeeeeeereeennnnnr teeeenn el
Sbjct: 60372962 atacctttctcggcctttt-gctaagatcaagtgtag 60372997

Score = 50.1 bits (25), Expect = 0.001
Identities = 34/37 (91%)
Strand = Plus / Plus

Query: 1199 atacctttctcggccttttggctaagatcaagtgtag 1235

) PR 1 reeeeeeneeeennner et
Sbjct: 4972785 atacctttataggccttttggctaagattaagtgtag 4972821

Score = 42_.1 bits (21), Expect = 0.31
Identities = 27/29 (93%)
Strand = Plus / Plus

Query: 1203 ctttctcggccttttggctaagatcaagt 1231

PEEEer reeeeennnnneeer reeel
Sbjct: 2422166 ctttcttggccttttggctaaggtcaagt 2422194

Score = 42.1 bits (21), Expect = 0.31
Identities = 30/33 (90%)
Strand = Plus / Minus

Query: 1199 atacctttctcggccttttggctaagatcaagt 1231

) PEEEEERREEr teeeeenner oe teetnnd
Sbjct: 10217111 atacctttctcagccttttggccaatatcaagt 10217079

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1283 catgatattaaatttattt 1301

) NERRRRRRRRRNNNNNNY
Sbjct: 562537 catgatattaaatttattt 562555



Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1289 attaaatttattttttgaa 1307

) ANRRRRNNRRRRNRRRNY
Sbjct: 2715459 attaaatttattttttgaa 2715477

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 522 ttaaatgtgagtctctttt 540

) RRRRRNNRRRRRRRRNY
Sbjct: 8764038 ttaaatgtgagtctctttt 8764020

Score = 38.2 bits (19), Expect = 4.8
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 1051 aattcactcattcatcaaaatca 1073

) LR LEERRRREreennnt
Sbjct: 10774310 aattcaatcattcatcaaaatca 10774288

Score = 38.2 bits (19), Expect = 4.8
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 1213 cttttggctaagatcaagtgtag 1235

) FEEEEERE PR
Sbjct: 20725233 cttttggccaagatcaagtgtag 20725211

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1287 atattaaatttattttttg 1305
RRRRRRRRRRRNNNNNY
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Sbjct: 51289113 atattaaatttattttttg 51289095

Score = 38.2 bits (19), Expect = 4.8

Identities = 19/19 (100%)

Strand = Plus / Minus
Query: 1287 atattaaatttattttttg 1305

) ANRRRRNNRRRNNRRRN]
Sbjct: 51321115 atattaaatttattttttg 51321097
>gbCM000842.1] Glycine max chromosome 9, whole genome shotgun sequence
Length = 46843750

Score = 109 bits (65), Expect = 2e-21

Identities = 73/78 (93%), Gaps = 2/78 (2%)

Strand = Plus / Plus
Query: 1195 aatcatacctttctcggcctttt--ggctaagatcaagtgtagtatctgttcttatcagt

1252

) teeeeeeerrerernenee e e te e et el
Sbjct: 17616161 aatcatacctttctcggccttttttggctaaaattaagtgtagtatttgttcttatcagt
17616220

Query: 1253 ttaatatctgatatgtgg 1270

AURRRRRNRRRRNNARY
Sbjct: 17616221 ttaatatctgatatgtgg 17616238

Score = 56.0 bits (28), Expect = 2e-05
Identities = 31/32 (96%)
Strand = Plus / Plus

Query: 1203 ctttctcggccttttggctaagatcaagtgta 1234

NN AR RN R RN NNNNRRRRRRRRRNNAN Y
Sbjct: 2111183 ctttatcggccttttggctaagatcaagtgta 2111214

Score = 42.1 bits (21), Expect = 0.31
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 419 ttgatttattattgaaaagta 439
RRRRRRRRRRNRNRNNNNY
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Sbjct: 13174662 ttgatttattattgaaaagta 13174682

Score = 40.1 bits (20), Expect = 1.2
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 343 aaatacatagaaaaagaggg 362

) AURRRRRNRRRRRNRRRN]
Sbjct: 18089873 aaatacatagaaaaagaggg 18089854

Score = 40.1 bits (20), Expect = 1.2
Identities = 26/28 (92%)
Strand = Plus / Minus

Query: 93 ttaaaaatatcagaaaactttcaaatat 120

LD PR teeeerennnd
Sbjct: 26158735 ttaaatatatcagaaatctttcaaatat 26158708

>gb]CM000849.1] Glycine max chromosome 16, whole genome shotgun sequence
Length = 37397385

Score = 56.0 bits (28), Expect = 2e-05
Identities = 40/44 (90%)
Strand = Plus / Minus

Query: 653 agagtgatgtttgatgaattaaacttaagattggttgaagttat 696

) PEEEEEDE Feeener reneerenneeer or teneeretnnd
Sbjct: 36337246 agagtgacgtttgattaattaaacttaagttttgttgaagttat 36337203

Score = 40.1 bits (20), Expect = 1.2
Identities = 26/28 (92%)
Strand = Plus 7/ Plus

Query: 1199 atacctttctcggccttttggctaagat 1226

) PEEE Leeereennenneeeer reel
Sbjct: 1337919 atacttttctcggccttttggcaaagat 1337946

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)

102117
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Strand = Plus 7/ Plus

Query: 535 tcttttatttaattagttt 553

ARRRRRNRRRRNRRRN]
Sbjct: 18911611 tcttttatttaattagttt 18911629

>gb|GG730590.1] Glycine max unplaced genomic scaffold GLYMAscaffold 615,
whole genome
shotgun sequence
Length = 8255

Score = 46.1 bits (23), Expect = 0.020
Identities = 23/23 (100%)
Strand = Plus / Minus

Query: 1210 ggccttttggctaagatcaagtg 1232

) RRRRNNNRRRRRRRRARNNNY
Sbjct: 6366 ggccttttggctaagatcaagtg 6344

>gb|GG730372.1] Glycine max unplaced genomic scaffold GLYMAscaffold 48, whole
genome

shotgun sequence
Length = 139886

Score = 44.1 bits (22), Expect = 0.078
Identities = 22/22 (100%)
Strand = Plus / Plus

Query: 1210 ggccttttggctaagatcaagt 1231

) NNRRRRNNRRRRRNRRRNNY
Sbjct: 127405 ggccttttggctaagatcaagt 127426

>gb]CM000845.1] Glycine max chromosome 12, whole genome shotgun sequence
Length = 40113140

Score = 44.1 bits (22), Expect = 0.078
Identities 22/22 (100%)
Strand = Plus / Plus

Query: 1283 catgatattaaatttatttttt 1304

) RRRRRUNNRRRRRRRRARY
Sbjct: 7623875 catgatattaaatttatttttt 7623896

Score = 38.2 bits (19), Expect = 4.8
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Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 1290 ttaaatttattttttgaag 1308

RNNNRRRRRRRRNNNRR
Sbjct: 2623670 ttaaatttattttttgaag 2623688

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 543 ttaattagtttaaataatt 561

AARRRRRNRRRRNRRRN]
Sbjct: 4330142 ttaattagtttaaataatt 4330160

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 530 gagtctcttttatttaatt 548

NRNNNRRRRRRRRNNNRR
Sbjct: 35508190 gagtctcttttatttaatt 35508172

Score = 38.2 bits (19), Expect = 4.8
Identities = 25/27 (92%)
Strand = Plus / Minus

Query: 501 aaatttgtgtataataagtatttaaat 527

PEEERERREEeenr teeeeen
Sbjct: 39013359 aaatttgtgtataaaaagtattaaaat 39013333

>gb]ACUP01000226.1] Glycine max chromosome 1 GLYMAchr_01_Cont226, whole
genome shotgun
sequence
Length = 836019

Score = 40.1 bits (20), Expect = 1.2
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 420 tgatttattattgaaaagta 439
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) NRNNNRRRRRRRRRNNRRR
Sbjct: 791904 tgatttattattgaaaagta 791923

>gb|CM000844.1] Glycine max chromosome 11, whole genome shotgun sequence
Length = 39172790

Score = 40.1 bits (20), Expect = 1.2
Identities = 23/24 (95%)
Strand = Plus / Plus

Query: 348 catagaaaaagagggaacaaaatt 371

PEEEERRREEer Lt
Sbjct: 8309590 catagaaaaagatggaacaaaatt 8309613

Score = 38.2 bits (19), Expect = 4.8
Identities = 25/27 (92%)
Strand = Plus / Minus

Query: 585 cttcaactataattagtgaattgattt 611

CEEEERRRErenner ettt
Sbjct: 16128390 cttcaactataattagggatttgattt 16128364

Score = 38.2 bits (19), Expect = 4.8
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 887 gtttccatatttatgaaaa 905

) ANRRRRNNRRRRNRRANY
Sbjct: 18117196 gtttccatatttatgaaaa 18117178

Score = 38.2 bits (19), Expect = 4.8
Identities = 25/27 (92%)
Strand = Plus / Minus

Query: 534 ctcttttatttaattagtttaaataat 560

CEEEERREEErenner vt
Sbjct: 30011179 ctcttttatttaattaatttaattaat 30011153

Score = 38.2 bits (19), Expect = 4.8



Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 506

tgtgtataataagtattta 524
URRRRRNRRRRNRRRNY

Sbjct: 36331494 tgtgtataataagtattta 36331512
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>gb ] ACUP01000062.1] Glycine max chromosome 1 GLYMAchr_01 Cont62, whole genome

shotgun

Score

sequence
Length = 154253

38.2 bits (19), Expect = 4.8

Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 538

tttatttaattagtttaaa 556
AURRRRNNRRRRNRRRN]

Sbjct: 29791 tttatttaattagtttaaa 29809

Database: ../blastlibs/G_max_Genome

Posted date: Mar 12, 2010 10:36 AM
Number of letters in database: 996,379,823
Number of sequences in database: 1418

Lambda

1.37

Gapped
Lambda

1.37

K H
0.711 1.31

K H
0.711 1.31

Matrix: blastn matrix:1 -3
Gap Penalties: Existence: 5, Extension: 2

Number
Number
Number
Number
Number
Number
Number
Number
Number
length
length

of
of
of
of
of
of
of
of
of
of
of

effective
effective

effecti
effecti

ve
ve

Hits to DB: 1,664,759

Sequences: 1418

extensions: 1664759

successful extensions: 263

sequences better than 10.0: 26

HSP"s better than 10.0 without gapping: 103
HSP*"s successfully gapped in prelim test: 0O
HSP"s that attempted gapping in prelim test: 0O
HSP*s gapped (non-prelim): 242

query: 1494

database: 996,379,823

HSP length: 21

length of query: 1473

length of database: 996,350,045

search space: 1467623616285
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effective search space used: 1467623616285
T: O

A: O

X1: 11 (21.8 bi
X2: 15 (29.7 bi
S1: 12 (24.3 bi
S2: 19 (38.2 bi

ts)
ts)
ts)
ts)
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BLASTN Search Output of DAS-44406-6 3° Border sequence

BLASTN 2.2.22 [Sep-27-2009]

Reference:

Altschul, Stephen F., Thomas L. Madden, Alejandro A. Schaffer,
Jinghui Zhang, Zheng Zhang, Webb Miller, and David J. Lipman (1997),
"Gapped BLAST and PSI-BLAST: a new generation of protein database search

programs",

Database:

../blastlibs/G_max_Genome

Nucleic Acids Res. 25:3389-3402.

1418 sequences; 996,379,823 total letters

Query= DAS-44406-6 3" Border

(1885 letters)

Score E

Sequences producing significant alignments:

gb]CMO00839.1]

gb|CM000841.1]

gb|CM000844 .1

gb|CM000840.1]

gb|CM000852.1]

gb | CM000850.1]

gb|CM000849.1]

gb]CMO00836.1]

gb|CM000843.1]

gb|CM000835.1]

gb|CM000834.1]

gb|CM000842.1]

gb|CM000846.1]

gb|CM000847.1]

gb |CM000848.1]

gb JACUP01000066.1|

Glycine
Glycine
Glycine
Glycine
Glycine
Glycine
Glycine
Glycine
Glycine
Glycine
Glycine
Glycine
Glycine
Glycine max
Glycine max
Glycine

max
max
max
max
max
max
max
max
max
max
max
max
max

gb | CM000853.1]

gb | CMO00851.1]

gb|CM000837.1]

gb | CM000838.1]

gb | CM000845.1]

gbJACUP01000138.1|

Glycine max
Glycine max
Glycine max
Glycine max
Glycine max
Glycine

gb|GG730489.1]

gb]ACUP01000005.1]

Glycine max
Glycine

gb|GG730349.1]

gb|GG730583.1]

gb|GG730421.1]

gb|GG730408.1]

gb|ACUP01000210.1]

Glycine max
Glycine max
Glycine max
Glycine max
Glycine

gb]ACUP01000200.1]

Glycine

chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome

6, whole genome shotg...
8, whole genome shotg...
11, whole genome shot. ..
7, whole genome shotg...
19, whole genome shot...
17, whole genome shot...
16, whole genome shot...
3, whole genome shotg...
10, whole genome shot...
2, whole genome shotg...
1, whole genome shotg..-.
9, whole genome shotg...
13, whole genome shot. ..
14, whole genome shot...
15, whole genome shot...

max chromosome 1 GLYMAchr_ 01 Con...

chromosome
chromosome
chromosome
chromosome
chromosome

max chromosome 1
unplaced genomic
max chromosome 1
unplaced genomic
unplaced genomic
unplaced genomic
unplaced genomic
max chromosome 1
max chromosome 1

20, whole genome shot...
18, whole genome shot. ..
4, whole genome shotg...
5, whole genome shotg...
12, whole genome shot...
GLYMAchr_01 Con...
scaffold GLYMAs. ..
GLYMAchr_01 Con...
scaffold GLYMAs. ..
scaffold GLYMAs. ..
scaffold GLYMAs. ..
scaffold GLYMAs. ..
GLYMAchr_01 Con...
GLYMAchr_01 Con...

(bits) Vvalue

3673 0.0
402  e-109
387 e-105
377 e-102
361 3e-97
349 1e-93
341  3e-91
323 7e-86
283 6e-74
248  3e-63
236 1e-59
224 5e-56
218 3e-54
194  4e-47
180 7e-43
174 4de-41
174 4de-41
174 4de-41
163  2e-37
107 8e-21
103 1e-19
86 3e-14
84 1le-13
50 0.002
50 0.002
“44  0.098
“44  0.098
44 0.098
42 0.39
42 0.39



gb]ACUP01000183.1] Glycine
gb]ACUP01000114.1] Glycine
gb]ACUP01000101.1] Glycine
gb]ACUP01000218.1] Glycine
gb]ACUP01000130.1] Glycine
gb]ACUP01000080.1] Glycine
gb]ACUP01000079.1] Glycine
gb]GG731343.1] Glycine max
gb]GG730983.1] Glycine max
gb]GG730403.1] Glycine max
gb]GG730366.1] Glycine max
gh]GG730348.1] Glycine max
gb]ACUP01000153.1] Glycine
gb]ACUP01000144.1] Glycine
gb]ACUP01000124.1] Glycine
gb]ACUP01000123.1] Glycine
gb]ACUP01000122.1] Glycine
gb]ACUP01000111.1] Glycine
gb]ACUP01000103.1] Glycine
gb]JACUP01000102.1] Glycine
gb]ACUP01000094.1] Glycine
gb]ACUP01000070.1] Glycine
gb]ACUP01000059.1] Glycine
gb]ACUP01000051.1] Glycine
gb]JACUP01000048.1] Glycine
gb]ACUP01000046.1] Glycine
gb]ACUP01000032.1] Glycine
gb]ACUP01000015.1] Glycine
gb]ACUP01000009.1] Glycine
gb]ACUP01000003.1] Glycine
gb]ACUP01000002.1] Glycine
gh]GG731075.1] Glycine max
gb]GG730711.1] Glycine max
gb]GG730614.1] Glycine max
gb]GG730572.1] Glycine max
gb]GG730486.1] Glycine max
gh]GG730434.1] Glycine max
gb]GG730372.1] Glycine max
gb]GG730365.1] Glycine max
gb]GG730351.1] Glycine max

>gb|CM000839.1] Glycine max
Length = 50722821

Score =
ldentities =
Strand = Plus /7 Minus

Query: 1
60

max
max
max
max
max
max
max

chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome

RPRRRRRR

unplaced genomic
unplaced genomic
unplaced genomic
unplaced genomic
unplaced genomic

max
max
max
max
max
max
max
max
max
max
max
max
max
max
max
max
max
max
max

unplaced
unplaced
unplaced
unplaced
unplaced
unplaced
unplaced
unplaced
unplaced

chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome
chromosome

RPRRRRRRRRRRPRRRRRRRRR

genomic
genomic
genomic
genomic
genomic
genomic
genomic
genomic
genomic

GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01_Con...
GLYMAchr_01 Con...
GLYMAchr_01 Con...
scaffold GLYMAs. ..
scaffold GLYMAs. ..
scaffold GLYMAs. ..
scaffold GLYMAs. ..
scaffold GLYMAs. ..
GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01_Con...
GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01_Con...
GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01_Con...
GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01 Con...
GLYMAchr_01_Con...
GLYMAchr_01 Con...
scaffold GLYMAs. ..
scaffold GLYMAs. ..
scaffold GLYMAs. ..
scaffold GLYMAs. ..
scaffold GLYMAs. ..
scaffold GLYMAs. ..
scaffold GLYMAs. ..
scaffold GLYMAs. ..
scaffold GLYMAs. ..
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42
a2
22
40
40
40
40
40
40
40
40
40
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38
38

© © ©

DD DDODOORRPRRPRRPRRPRRRPRRPRRLROOO
RPRRPRRPRRPRRPRRRPRRPRRPRRPRRPRRPRRPRPRPRPRPRPRRPRRPRRPRRPRRRPRRRLRRLROCOGCOGUUUWNWW

chromosome 6, whole genome shotgun sequence

3673 bits (1853), Expect =
187871885 (99%), Gaps

0.0
=1

/1885 (0%)

gagaacgaatgtcgtgtgatatgtggaacaaggcaacgacaacaacatacatgaatctca

) PEeerreeeereneereererereeee e e e e e e e e e e e e el
Sbjct: 18552245 gagaacgaatgtcgtgtgatatgtggaacaaggcaacgacaacaacatacatgaatctca

18552186



Query: 61
120
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caatagagtcggggtcgccgagttgtgatgtaatccatggcatggacatggtggccgatc

PEErrreererenneeeeeeeeeeeeeeeeeeer e e e e e e e e e el
gagtcggggtcgccgagttgtgatgtaatccatggcatggacatggtggccgatce

Sbjct: 18552185 caatagagtc

18552126

Query: 121
180

gaaaaagaaaaaagaaatgcatgtatatgtgtgaaaatgagagttttttttatccaaata

Sbjct: 18552125 gaaaaagaaaaaagaaatgcatgtatatgtgtgaaaatgagagttttttttatccaaata

18552066

Query: 181
240

Sbjct: 18552065 ataaaaaaaaa

18552006

Query: 241

300

Sbjct: 18552005 t
18551946

Query: 301

360

Sbjct: 18551945 t
18551886

Query: 361

420

Sbjct: 18551885 t
18551827

Query: 421
480

ataaaaaaaaattaattatttacccaaaaaattatttacatgaccgatacgtacactttt

ttccttagttaagaaacaccgatttcttaattacatttttttatacatttagaaattggt

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
atttcttaattacatttttttatacatttagaaattggt

ttccttggaaccgatttcaaaatgttcattttttttttcaaaaccaagttaagaaatcgg

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
atttcaaaatgttcattttttttttc

ttccttggaaaacgacttcttaattgcttttttttttgttttgttttaaaattgtttgta

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII NRRRRRRNNRRRRRRR RNy
acttcttaattgcttttttttt-gttttgttttaaaattgtttgta

tttttattttttttgttattaattgtctatatttgtgttctgtttaaattgaaaacaata

FEEEEEEE e e e e e e e e e e e e e e e e e e e e e e e i
g g gtg g g

Sbjct: 18551826 tttttattttttttgttattaattgtctatatttgtgttctgtttaaattgaaaacaata

18551767

Query: 481
540

ttatttttcatatgttgttaattcttaatttcttatgcatattttatgttttatcatttt

Sbjct: 18551766 ttatttttcatatgttgttaattcttaatttcttatgcatattttatgttttatcatttt

18551707



Query: 541
600
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ttaagagttgaaatcctttgtatttttattttatttgattattataatacataattaaac

FEEEEEEEEE e e e e e e e e e e e e e e e e e e e e e e e e e el
gagtig g g

Sbjct: 18551706 ttaagagttgaaatcctttgtatttttattttatttgattattataatacataattaaac

18551647

Query: 601
660

aacaacttaattgaaattaaaaaatatatatttaactgacaagttgacttgaactaaaat

Sbjct: 18551646 aacaacttaattgaaattaaaaaatatatatttaactgacaagttgacttgaactaaaat

18551587

Query: 661

720

Sbjct: 18551586 a
18551527

Query: 721

780

Sbjct: 18551526
18551467

Query: 781

840

Sbjct: 18551466 ¢
18551407

Query: 841

900

Sbjct: 18551406 ¢
18551347

Query: 901
960

atttaaattacaaaatagatatgaaattacaaacaatagaacaaaatatttaaatttgaa

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII IIIIIIIIIIIIIIIIIIIIIIIIII
aatatttaaatttga

ataatacaacaaaaattttaaaatacaaacaatatggcataaaattaatgttgttggcct

acaatacaacaaaaattttaaaatacaaacaatatggcataaaattaatgttgttggcct

gagcctacacaatggggggaatgcgacacatggaacatcattttggtttacctgattctt

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
atcattttggtttacctgattctt

ggatatccattttggtgtgtatacgagaggagacatgacaacctttagaatttcttttca

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
cattttggtgtgtatac cctttagaatttcttttca

tttttgggttggggcaaattcttggcttgtgacatggtgaccaacatgcttcattgcaca

L e e e e e e e e e e e e e e e e e e e el
gggttggggcaaattcttggcttgtgacatggtgaccaacatgcttcattgcaca

Sbjct: 18551346 ttttt

18551287

Query: 961
1020

atttcccaagtaatcatttgtacatgttatagatacttttcagcgtatacacaagatgta

Sbjct: 18551286 atttcccaagtaatcatttgtacatgttatagatacttttcagcgtatacacaagatgta

18551227
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Query: 1021 tgtagttcctatactcatggtgagcatgcttataaacaacaacatgagaacaaaacatgt
1080

) PR e e e e e e e e e e e e e e e e e e e e e e el
Sbjct: 18551226 tgtagttcctatactcatggtgagcatgcttataaacaacaacatgagaacaaaacatgt
18551167
Query: 1081 gcattttttgaaatttgtcacagtcacactacctttcatctagcttgaccatgaaatttc
1140

) PR e e e e e e e e e e e e e e e e e e e e e e e 1
Sbjct: 18551166 gcattttttgaaatttgtcacagtcacactacctttcatctagcttgaccatgaaaattc
18551107
Query: 1141 tcactagttgaatctctctctccagttaattgtctcctagactaagaattgtatgtcgca
1200

) RN NN NN NN RN RN NN NN RN NN NN NN RRRRRY
Sbjct: 18551106 tcactagttgaatctctctct ttaattgtctcctagact ttgtatgt
18551047
Query: 1201 ttaatcgaactcaagaacaatgtgagagtttgcctttttctgtatgtctttcatagcctt
1260

) PR e e e e e e e e e e e e e e e e e e e e e el
Sbjct: 18551046 ttaatcgaactcaagaacaatgtg ttt tttttctgtatgtctttcatagcctt
18550987
Query: 1261 gtttaatacttttgtataaacttcaccaaatgtaatcactcttgcgacttctctccccct
1320

) IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII IIIIIIIIIIIIIIIIIII
Sbjct: 18550986 ¢ aatacttttgtat aatgtaatcactgttgcgacttctctc
18550927
Query: 1321 ttggttgaacaatgcattacacctagtataggttgattttaccaacacacattgccagat
1380

) IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Sbjct: 18550926 t cctagtataggttgattttac
18550867
Query: 1381 tttgtgttttcttgagtaccaaattaattaactcagtgtccccatcgccagccaccatcc
1440

) CEEEEEEEE e e e e et e e e e e e e e e e e e e ettt
Sbjct: 18550866 tttgtgttttcttgagtaccaaattaattaactcagtgtccacatcgccagccaccatcc
18550807
Query: 1441 catgcgagagtccacttttcttgtggaatcttcctaagctaattaattgttagttcagct
1500

Sbjct: 18550806 catgcgagagtccacttttcttgtggaatcttcctaagctaattaattgttagttcagct

18550747



Query: 1501
1560

18550687

Query: 1561
1620
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tggccttaaaacacacatgacaaatatttttattataaaacaaacacccagtgatacaac

) RN RN RN RN RN RN RN NN NN RN RN N RN RN RN RN RN RN
Sbjct: 18550746 tggccttaaaacacacatgacaaatatttttattataaaacaaacacccagtgatacaat

aatgaacaacacacatgacaactacaaatcattaaataatacaattacaatcaaataatt

Sbjct: 18550686 aatgaacaacacacatgacaactacaaatcattaaataatacaattacaatcaaataatt

18550627

Query: 1621
1680

Sbjct: 18550626 t
18550567

Query: 1681
1740

Sbjct: 18550566 aaccctccaaa

18550507

Query: 1741
1800

Sbjct: 18550506 g
18550447

Query: 1801
1860

Sbjct: 18550446 t
18550387

Query: 1861

Sbjct: 18550386 a

Score = 309 bits (156), Expect
Identities = 300/344 (87%), Gaps
Strand = Plus / Minus

Query: 426
485

atgatacgggaca 1885

IIIIIIIIIIIIIIIIIIIIIIIII
acaaatgatacgggaca 18550362

13/344 (3%)

tggggagggggtcttcaaaacttgattcaaggttcattgtatcatcgaggtattcaccca

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
gttcattgtatcatcg

gtattca

aaccctccaaattcaaagagcttgcagaaactggtggtggttgtgcatatgtttatgtgg

gtgtgtctacggtgataacataaaactcaaggcatgtgaagttgaagagtttcccaaata

agtttc

tagaaaacatagtaattatttcctcatcatcttgcagcatacatgccctgtactgaaaac

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
catagtaattatttcctcatcatcttge

cctgtactga

attttttttgttattaattgtctatatttgtgttctgtttaaattgaaaacaatattatt



Shjct: 34361588
34361531

Query: 486

544

Sbjct: 34361530
34361478

Query: 545
604
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attttttgtgttattaattgtctatatttattttttttt--aagtgaaaataatattatt

tttcatatgttgttaattcttaatttcttatgcatattttatgttttatcatttttt-aa

II IIIIIIIIIIIIIII I FOE Teeeennnnner teenennneetn 1
tt ttttt——————- tttgtatattttatgttgtatcattttttgaa

gagttgaaatcctttgtatttttattttatttgattattataatacataattaaacaaca

Sbjct: 34361477 gagttaaaatcttttgtattttcattttatttgattattaaaatatataattaatcaaca

34361418

Query: 605

664

Sbjct: 34361417 a
34361360

Query: 665
724

Sbjct: 34361359 aaa

34361301

Query: 725

Sbjct: 34361300

acttaattgaaattaaaaaatatatatttaactgacaagttgacttgaactaaaatattt

tgaaattaaaaaat--atatttaaccaataagttgaattgaactaaaatattt

aaattacaaaatagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataa

gatataaaattacaataaatagagcacaatatttaaatttgaaa-aa

tacaacaaaaattttaaaatacaaacaatatggcataaaattaa 768

tacaacaaaatttttaaaatacaaacaatatgacataaacttaa 34361257

Score = 254 bits (128), Expect = 5e-65
Identities = 214/239 (89%), Gaps = 4/239 (1%)

Strand =
Query: 516
573
Sbjct: 11204676
11204735
Query: 574
633

Sbjct: 11204736
11204793

Plus /7 Plus

tgcatattttatgttttatcatttttt-aagagttgaaatcctttgtattttt-atttta

PEREREEEEr PRnnnne et e e e e cee e e e ey Peeeennnner et
tgcatattttgtgttttatcattttttgaagagttgaaatcatttgtattttttatttta

tttgattattataatacataattaaacaacaacttaattgaaattaaaaaatatatattt

tttgattattaaaatacataattaatcaacaacttaattaaaattaaaaaatatat--tt
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Query: 634 aactgacaagttgacttgaactaaaatatttaaattacaaaatagatatgaaattacaaa

693

) et reeeeeeeeneeeeeneer e r reeeeenr teeeeerel
Sbjct: 11204794 aaccaacaagttgaattgaactaaaatatttaaaatatcagatagatataaaattacaaa
11204853

Query: 694 caatagaacaaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaa

752
PEEEEEEr tee eeeeeeeenr eee eeeeenneer e peeeennn

Sbjct: 11204854 caatagaataaaaaatttaaatttaaaacaatacaacaatttttttataatacaaacaa
11204912

Score = 216 bits (109), Expect = 1e-53
Identities = 275/328 (83%), Gaps = 3/328 (0%)
Strand = Plus / Minus

Query: 1554 atacaacaatgaacaacacacatgacaactacaaatcattaaataatacaattacaatca
1613

) PERERReeeeeer reneeeeeeenr veeveerneneve e eeeneer e vttt
Sbjct: 23126025 atacaacaatgaaaaacacacatgacgactacaaatcattaaataataaaataaaaatca
23125966
Query: 1614 aataatttggggagggggt--cttcaaaacttgattcaaggttcattgtatcatcgaggt
1671

IIIII feeer e 0 reeeeeeenr reeeeeeeenr vorer reeneerel
Sbjct: 23125965 aataaattggg-aggttttttcttcaaaactcgattcaaggtttagtgtgtcatcgaggt
23125907

Query: 1672 attcacccaaaccctccaaattcaaagagcttgcagaaactggtggtggttgtgcatatg
1731

I
Sbjct: 23125906 attcatccaaaccccccaaattcaaagaacgtgcagaaattggtggtggatgtgcacatg
23125847

Query: 1732 tttatgtgggtgtgtctacggtgataacataaaactcaaggcatgtgaagttgaagagtt

1791

o reeeeerennr v e vee vee eeeer roreeeeeer e rere H
Sbjct: 23125846 tctgtgtgggtgtgtatgcagtggtaatatataactccaagcatgtgagcttggagattt
23125787

Query: 1792 tcccaaatatagaaaacatagtaattatttcctcatcatcttgcagcatacatgccctgt

1851

I 00 PReeeeeenn e eeeet eeeeen teee 0 e te teettttd
Sbjct: 23125786 gcttgaacatagaaaacatagtcattatgtcctcaccatcgttcaacatgcatgccctgc
23125727
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Query: 1852 actgaaaacaatcaccaacaaatgatac 1879

) NN AR RRRRRRRRRRR
Sbjct: 23125726 actggccacaatcaccaacaaatgatac 23125699

Score = 212 bits (107), Expect = 2e-52

Identities = 165/183 (90%), Gaps = 1/183 (0%)

Strand = Plus / Minus
Query: 608 taattgaaattaaaaaatatata-tttaactgacaagttgacttgaactaaaatatttaa
666

) IIIIIIIIIII IIIII PeE reeeer et benee e e e e e
Sbjct: 15704280 ta aaaaataaaatttaaccaacaagttgaattgaactaaaatatttaa
15704221
Query: 667 attacaaaatagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataata
726

) PR e veee e e veee e e e e e e e e e e e ey 1t
Sbjct: 15704220 attacaaaatagatataaaattacaaataatagaacaaaatatttaaatttgaaacaata
15704161
Query: 727 caacaaaaattttaaaatacaaacaatatggcataaaattaatgttgttggcctgagcct
786

) PEE e teeeeeeneeeeer teeeer oe eee veeer peerener reeerd
Sbjct: 15704160 caataaaatttttaaaatacaaaaaatatgacaaaaatttaatattgttggcttgagcct
15704101
Query: 787 aca 789
Sbjct: 15704100 aca 15704098

Score = 210 bits (106), Expect = 7e-52

Identities = 280/336 (83%), Gaps = 4/336 (1%)

Strand = Plus / Plus
Query: 805 gacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgtatac

864

) e et e reeer  reeeeeeer reenneer
Sbjct: 38089687 gacacatggaacatcgctttggttaactcaattctcagatatccatcttggtgtggatat

38089746

Query: 865 gagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaattcttg

924
) Peeereeneer 0 e roreeeeeeeneeer Foreenner vy
Sbjct: 38089747 gagaggagacagaatgaccctaagaatttcttttcttgtttgggtcggggcaaatcattg

38089806
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Query: 925 gcttgtgacatggtgaccaacatgcttcattgcacaatttcccaagtaatcatttgtaca
984

) IIIIIIIIIIIIIIIIIII PEEEEEE Feeer e reer e e |l
Sbjct: 38089807 - aatatgcttcgttgcataattctccaaacaatcatatgtata
38089865
Query: 985 tgttatagatacttttcagcgtatacacaagatgtatgtagttcctatactcatggtgag
1044

) P b reeer e reereneer veeereneeeennr F o reeereen 1l
Sbjct: 38089866 tgttggagacactttccaatgtatacacaggatgtatgtagttcttgtactcatgatgaa

38089925

Query: 1045 catgctt---ataaacaacaacatgagaacaaaacatgtgcattttttgaaatttgtcac

1101
) el reeeeeneeeenneeeennr reeneeeer ree reererneerel
Sbjct: 38089926 catgcttacaagaaacaacaacatgagaacaagacatgtgcaatttctgaaatttgtcac

38089985

Query: 1102 agtcacactacctttcatctagcttgaccatgaaat 1137

) Peeeeeer e teeener ree vee v reeetd
Sbjct: 38089986 agtcacaccacttttcatccagcctgatcgtgaaat 38090021

Score = 192 bits (97), Expect = 2e-46
Identities = 220/260 (84%), Gaps = 7/260 (2%)
Strand = Plus / Minus

Query: 1578 acaactacaaatcattaaataatacaattacaatcaaataattt----ggggaggggg—-
1631

) IIIIIIIIIIIIIIIIIIIIIIII III IIIIIIII 1l (NNABNRRRL
Sbjct: 36814005 ac aatcattaa aatcaattaaattcgagggggggggggat
36813946
Query: 1632 -tcttcaaaacttgattcaaggttcattgtatcatcgaggtattcacccaaaccctccaa
1690

) PR Pt teeeer veeeeeeer Peeee e e e e e eer eeeeer teeen
Sbjct: 36813945 ttcttgaaaactcgattcatggttcattgcttcatcgaggtattcatccaaacactccaa

36813886

Query: 1691 attcaaagagcttgcagaaactggtggtggttgtgcatatgtttatgtgggtgtgtctac

1750
PEEEEERnr reeeer vee reeneeeer eeeeer eeennr reeeeer r el
Sbjct: 36813885 attcaaagaacttgcaaaaattggtggtggatgtgcacatgtttgtgtgggtctatctac

36813826
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Query: 1751 ggtgataacataaaactcaaggcatgtgaagttgaagagtttcccaaatatagaaaacat

1810
) PEEE L b eeel teeeeeenen eee teeett 0 v ettt
Sbjct: 36813825 ggtggtaatatataacttaaggcatgtgaggttggagagttgctcgaacatagaaaacat

36813766

Query: 1811 agtaattatttcctcatcat 1830

e el
Sbjct: 36813765 agtcattacatcctcatcat 36813746

Score = 190 bits (96), Expect = 7e-46
Identities = 210/247 (85%), Gaps = 2/247 (0%)
Strand = Plus / Minus

Query: 1632 tcttcaaaacttgattcaaggttcattgtatcatcgaggtattcacccaaaccctccaaa

1691
) PEEEEReeeer e eeeeeneer reerenneee e e e el
Sbjct: 15702130 tcttcaaaactcgattttaggttcattgcttcatcgaggtattcatccaaacccgccaaa

15702071
Query: 1692 ttcaaagagcttgcagaaactggtggtggttgtgcatatgtttatgtgggtgtgtctacg
1751

I
Sbjct: 15702070 ttcaaagagattgcagaaattggtggtggttgtgcacatgtttgtgtgggtgtgtttect
15702011

Query: 1752 gtgataacataaaactcaaggcatgtgaagttgaagagtttcccaaatatagaaaacata
1811

) i III III IIII IIIIIIIIIII (NN RN RN U AR R R RO N e
Sbjct: 15702010 gtggtaatatataa catgtgaggttggagagttgtctgaatatagaaa--cta
15701953
Query: 1812 gtaattatttcctcatcatcttgcagcatacatgccctgtactgaaaacaatcaccaaca
1871

) PEeeE e teeeenr veeer vee oe re reennnnr peeeerennr el
Sbjct: 15701952 gtaatcatgtcctcataatctt tat ctgtattg tt t
15701893
Query: 1872 aatgata 1878

I
Sbjct: 15701892 aatgata 15701886

Score = 174 bits (88), Expect = 4e-41
Identities = 202/239 (84%), Gaps = 2/239 (0%)
Strand = Plus / Minus
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Query: 1180 gactaagaattgtatgtcgcattaatcgaactcaagaacaatgtgagagtttgccttttt
1239

) PEEEREEEEe 0 reeeenetl IIIIIIIIIIIIIIIIIIII Lo
Sbjct: 34360825 gactaagaattatgtgtcgcattgatc caatgttatagtttttctttct
34360766
Query: 1240 ctgtatgtctttcatagccttgtttaatacttttgtataaacttcaccaaatgtaatcac
1299

) LEeE e eeeeeenneerenr reeer teeneerennr rener teeeetl
Sbjct: 34360765 ctgtgcatcttccatagccttgtttactacttgtgtataaacttggccaaacgtaatcat

34360706

Query: 1300 tcttgcgacttctctccccctttggttgaacaatgcattacacctagtataggttgattt

1359
) I eE b eeer eeeeenneeennee e veeeenner o reeeneeretl
Sbjct: 34360705 tgatgcaacttctttccctctttggttgaacaatgtattacaccttgtgtaggttgattt

34360646

Query: 1360 taccaa--cacacattgccagattttgtgttttcttgagtaccaaattaattaactcag

1416
) PEeeer e teee et Forerne e Foreenneeer reern
Sbjct: 34360645 taccaacgcacatattggaatattttctattttcttgagtgcaaaattaattgactcag

34360587

Score = 170 bits (86), Expect = 6e-40
Identities = 168/194 (86%), Gaps = 1/194 (0%)
Strand = Plus / Plus

Query: 1554 atacaacaatgaacaacacacatgacaactacaaatcattaaataatacaattacaatca

1613
PEEEE T reeeeeenner peeeeeeneeee e o et

Sbjct: 38092989 atacagcaatgaaaaacacacatgatgactacaaatcattaaataacaaaatagcaatca
38093048

Query: 1614 aat-aatttggggagggggtcttcaaaacttgattcaaggttcattgtatcatcgaggta

1672
PR Teer e eeeenneer veeeer reeeeeer e e reeeeer 1
Sbjct: 38093049 aattaattaggggtgggggtctttaaaactccattcaaggttcattgtttcatcgatgta

38093108

Query: 1673 ttcacccaaaccctccaaattcaaagagcttgcagaaactggtggtggttgtgcatatgt

1732
) PEEE T Peeeeee eeeeeeet oe v veeet 0e teeeed teeeeeititd
Sbjct: 38093109 ttcatccaagccctccaacttcaaagacctggtagaaattgatggtggatgtgcatatgt

38093168
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Query: 1733 ttatgtgggtgtgt 1746

ARNNRRRRRRNY
Sbjct: 38093169 ttgtgtgggtgtgt 38093182

Score = 157 bits (79), Expect = 9e-36
Identities = 133/151 (88%)
Strand = Plus / Minus

Query: 1560 caatgaacaacacacatgacaactacaaatcattaaataatacaattacaatcaaataat

1619

) PEEEEEE PR e e e e e e e e e e e e e e v 0 e
Sbjct: 22221835 caatgaaaaacacacatgacaactacaaatcattaaataataaaataaaaatcaaataaa
22221776

Query: 1620 ttggggagggggtcttcaaaacttgattcaaggttcattgtatcatcgaggtattcaccc

1679

) | LEEEE Beeeeneeerenner e eeeer reeeeneer
Sbjct: 22221775 ttggggggtatttcttccaaacttgattcaaggatcattgcttcatcaaggtattcatcc
22221716

Query: 1680 aaaccctccaaattcaaagagcttgcagaaa 1710

PEEEERReeeeer teeeneeeeer el
Sbjct: 22221715 aaaccctccaaatccaaagagcttgtagaaa 22221685

Score = 149 bits (75), Expect = 2e-33
Identities = 124/139 (89%), Gaps = 1/139 (0%)
Strand = Plus / Minus

Query: 608 taattgaaatt-aaaaaatatatatttaactgacaagttgacttgaactaaaatatttaa

666

) PRERRREeeer veneer 0 veeeneeer veneeeetr reenet ettt
Sbjct: 22226708 taattgaaattgaaaaaaaaaatatttaaccaacaagttgaattgaactaaaatatttaa
22226649

Query: 667 attacaaaatagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataata

726
PEEE reeenr e Peeeee e e e e e e e e 1

Sbjct: 22226648 attataaaatatgtatataattacaaacaatagaacaaaataattaaatttgaatcaata
22226589

Query: 727 caacaaaaattttaaaata 745

) ettt
Sbjct: 22226588 caacaaaaaatttaaaata 22226570
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Score = 129 bits (65), Expect = 2e-27
Identities = 133/153 (86%), Gaps = 2/153 (1%)
Strand = Plus / Plus
Query: 611 ttgaaattaaaaaatatatatttaactgacaagttgacttgaactaaaatatttaaatta

670
PEeeereeenneer veeeer 0 e e reer teene e e e e i

Sbjct: 38089473 ttgaaattaaaaaa-atatatgtgaccaacaaattgaattgaactaaaatatttaaaata
38089531

Query: 671 caaaatagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataatacaac

730
Peeeeer 0 et e e e e e e e e e e e e e e e e e eyt 1l

Sbjct: 38089532 caaaatattt-taaaattatcaacaatagaacaaaatatttaaatttgaaacaatataac
38089590

Query: 731 aaaaattttaaaatacaaacaatatggcataaa 763

e FEeeeennnee e teeeer 1t
Sbjct: 38089591 aaattttttaaaatacaaagaatatgacataaa 38089623

Score = 117 bits (59), Expect = 8e-24
Identities = 137/163 (84%)
Strand = Plus / Minus

Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt

860
) e eeeet e re e v reeeeennerr rr ol
Sbjct: 34361202 atgcgacacatgaaacattcttttgattgacccggttctcagatatccatttcgatttct

34361143

Query: 861 atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt

920
) PEEE reeeeeeennnnr reeeeneene e e e e e e e reeet 0 oneer 1l
Sbjct: 34361142 atacaagaggagacatgatgacctttagaatttcttttcatttgtgggtcgaggcagatt

34361083

Query: 921 cttggcttgtgacatggtgaccaacatgcttcattgcacaatt 963

) PEEEEEr e veer teeeer beereenntd
Sbjct: 34361082 cttggctcatgacatggtggccaatatgctttgttgcacaatt 34361040

Score = 111 bits (56), Expect = 5e-22
Identities = 137/162 (84%), Gaps = 9/162 (5%)
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Strand = Plus 7/ Plus
Query: 436 ttattaattgtctatatttgtgttctgtttaaattgaaaacaatattatttttcatatgt
495

I
Sbjct: 3935074 ttattaattgtctatatttatgctttgcttaaactaaaaataatattattttgcctatgt
3935133

Query: 496 tgttaattcttaatttcttatgcatattttatgttttatcatttttt-aagagttgaaat
554

) I Leeeeer tee reeeeerennee e e e e e e teeeneenl
Sbjct: 3935134 tg------- ttaattt-ttaaaaatattttatgttttatcattttttgaacagttgaaat
3935185
Query: 555 cctttgtatttttattttatttgattattataatacataatt 596

) PEEEEeneeeeer eeeeneerenner o reeeneeeetl
Sbjct: 3935186 cctttgtatttttgttttatttgattactaaaatacataatt 3935227

Score = 109 bits (65), Expect = 2e-21
Identities = 94/107 (87%)
Strand = Plus / Plus

Query: 684 aaattacaaacaatagaacaaaatatttaaatttgaaataatacaacaaaaattttaaaa

743
PEEEEEE PReer teerennne e teeeneeee veeer veeeeer e 1l

Sbjct: 49401198 aaattaccaacaacagaacaaaatatataaatttgaattaatataacaaaattttacaaa
49401257

Query: 744 tacaaacaatatggcataaaattaatgttgttggcctgagcctacac 790

) PEEEreeneeeer e 0 r teeeeennee e beereennetd
Sbjct: 49401258 tacaaacaatatgacatacattcaatgttgttggcttgagcctacac 49401304

Score = 103 bits (62), Expect = le-19
Identities = 240/302 (79%), Gaps = 3/302 (0%)
Strand = Plus / Minus

Query: 822 tttggtttacctgattcttggatatccattttggtgtgtatacgagaggagacatgacaa

881
PEEEEEE Fe beeeer eeeenneeeeer eeeenr v e e 1l
Sbjct: 24152355 tttggttgacccgattctcggatatccatttcggtgtggaaacgagaggaaacaaaacga

24152296

Query: 882 cctttagaatttcttttcatttttgggttggggcaaattcttggcttgtgacatggtgac
941
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) II IIIIIIIIIIIIIII EE et e e reennr teer teeenn
Sbjct: 24152295 cc aatttcttttcttgtatgggtaaaggcagatgattggctcgtgatatggtggc
24152236
Query: 942 caacatgcttcattgcacaatttcccaagtaatcatttgtacatgttatagatacttttc
1001

) L e v eeeeeer  veer e borenr reeet rer el
Sbjct: 24152235 ccatatgcttcgttacacaattctccaaacaatcctatgtatatgttggagacactttcc

24152176

Query: 1002 agcgtatacacaagatgtatgtagttcctatactcatggtgagcatgcttataaa---ca

1058

) b oot 0 e teereeneeeeeeeeenr nee i
Sbjct: 24152175 aatgtatacataggatgtatgtagttattgtaatcatggtgagcatgcttacaaacagca
24152116

Query: 1059 acaacatgagaacaaaacatgtgcattttttgaaatttgtcacagtcacactacctttca

1118
) e e v e e ne renner reeeerenner teeertl
Sbjct: 24152115 ataacatgcaaacaaggcatgcacaatttctggaatttgccacagtcacacaacctttca

24152056

Query: 1119 tc 1120

I
Shjct: 24152055 tc 24152054

Score = 101 bits (61), Expect = 5e-19
Identities = 298/375 (79%), Gaps = 9/375 (2%)
Strand = Plus / Minus

Query: 995 acttttcagcgtatacacaagatgtatgtagttc---ctatactcatggtgagcatgctt

1051

PEEEE 0 teeeneer 0 reeeeneeetend (AR AR AR
Sbjct: 36818584 actttccaacgtatacataggatgtatgtagttgtttctgtattcatggtgagcatgctt
36818525

Query: 1052 ataaacaaca---acatgagaacaaaacatgtgcattttttgaaatttgtcacagtcaca

1108

) oo e e veeeeneer oe reeeer Foreeeer reeer teeeenenn
Sbjct: 36818524 acaagcagcagcaacatgagaataaggcatgtgtaatttttggaattttccacagtcaca
36818465

Query: 1109 ctacctttcatctagcttgaccatgaaatttctcactagttgaatctctctctccagtta

1168
) Eoeeeeereeennnr reer reeeeeerr e 0 e poreenner 1
Sbjct: 36818464 ccacctttcatctagcctgactgtgaaatttc-cagcggacgaaac-ctctctcgggttt

36818407
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Query: 1169 attgtctcctagactaagaattgtatgtcgcattaatcgaactcaagaacaatgtgagag
1228
) i IIIIIIIIII teeer e eeer v rer teeeer e e el

Sbjct: 36818406 attatctcctagaccaagaaccgtgtgtcacatcgatcaaactcaagaacaatctgagtt
36818347

Query: 1229 tttgcctttttctgtatgtctttcatagccttgtttaatacttttgtataaacttcacca
1288

) e e e o reeeeeeenr reeer oty
Sbjct: 36818346 tttgcctttctttgtgcatcttcgattgccttgtttagtacttgcatataaacttggcca

36818287

Query: 1289 aatgtaatcactcttg-cgacttctctccccctttggttgaacaatgcattacacctagt
1347

) i II it IIIIIIIIIIIII il IIIIIIIIIIIIIIIIIIIII
Sbjct: 36818286 gatgcaagcattgttggcgacttctctccctcttttgttga tgcattacaccttag
36818227
Query: 1348 ataggttgattttac 1362

NURRRRRRRR NN
Sbjct: 36818226 atatgttgattttac 36818212

Score = 97.6 bits (49), Expect = 8e-18
Identities = 76/85 (89%)
Strand = Plus / Plus

Query: 703 aaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggcataa

762
PEEEEErneeeer reeeeee e veee e e e e e e e e e e ey vt

Sbjct: 3935270 aaaatatttaaattacaaataatacaacacaaattttaaaatacaaacaatatgacataa
3935329

Query: 763 aattaatgttgttggcctgagccta 787

) Lo e teer 0 et
Sbjct: 3935330 acttaacgtagttgacttgagccta 3935354

Score = 97.6 bits (49), Expect = 8e-18
Identities = 178/221 (80%)
Strand = Plus / Plus

Query: 1632 tcttcaaaacttgattcaaggttcattgtatcatcgaggtattcacccaaaccctccaaa

1691
PEEErrneeer eeeeer veeeeeeer beeeee e e e rrner teeeeernnnnnnl
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Sbjct: 21017990 tcttcaaaactggattcacggttcattgctccatcgaggtattcatccaaaccctccaaa
21018049

Query: 1692 ttcaaagagcttgcagaaactggtggtggttgtgcatatgtttatgtgggtgtgtctacg

1751

) et e Foreeennr teeeer veeenr ror ore reeeer 1
Sbjct: 21018050 ttggaagagatgacagaaattagtggtggatgtgcacatgtttgtatcggcgtgtctgtg
21018109

Query: 1752 gtgataacataaaactcaaggcatgtgaagttgaagagtttcccaaatatagaaaacata
1811

) i III III IIIII teeeeeeeer e e te p e teernnn
Sbjct: 21018110 gtggta aactccaggcatgtgagcttggagatttctgcgaatatggaaaacata
21018169
Query: 1812 gtaattatttcctcatcatcttgcagcatacatgccctgta 1852

) I b Foreeenneer e voeer veer reeen
Sbjct: 21018170 gacattatgttctcatcatcctgtaacatgcatgtcctgta 21018210

Score = 97.6 bits (49), Expect = 8e-18
Identities = 103/121 (85%)
Strand = Plus / Minus

Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt

860
PEeerreeeerenneeeer  reeeeer e e oe reeenneeer el
Sbjct: 22226495 atgcgacacatggaacatcgctttggttgacctggttctcggttatccattttagtgtgt

22226436

Query: 861 atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt

920
) P Peeeeeer et e teeeerrnneet e ey reeet ot
Sbjct: 22226435 atatgagaggaggcaagacgacccttagaatttcttgtcttctctgggtcgaggcaaatt

22226376
Query: 921 c 921

I
Shjct: 22226375 c 22226375

Score = 93.7 bits (47), Expect = le-16
Identities = 83/95 (87%)
Strand = Plus / Plus



Dow AgroSciences LLC
Study ID: 102117
Page 128

Query: 703 aaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggcataa

762
) PEEEREREEe e e ettt 0 0 teeeeeneen teeeeeeetitd
Sbjct: 21010970 aaaatatttaaatttgaaataatacgacaaaattataaaaatacaaagaatatggcataa

21011029

Query: 763 aattaatgttgttggcctgagcctacacaatgggg 797

e teeer teeneeet e el
Sbjct: 21011030 cttcaatgtttttggcttgagcctatacactgggg 21011064

Score = 91.7 bits (46), Expect = 5e-16
Identities = 234/296 (79%), Gaps = 3/296 (1%)
Strand = Plus / Minus

Query: 804 cgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgtata

863
) teeereeeeerennr e vee re e e reeeeenr e
Sbjct: 27373630 cgacacatggaacattgctttagttgactcgattctcagacatccatttcgatgtggata

27373571

Query: 864 cgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaattctt

923
Erereeneeer oee r reeeeeeennee e Foreeeeer e rer H
Sbjct: 27373570 caagaggagacaagacggtccttagaatttcttttcttctttgggtcggggcggattatt

27373511

Query: 924 ggcttgtgacatggtgaccaacatgcttcattgcacaatttcccaagtaatcatttgtac

983
) e b e veer reeeer e reeer neer e teeetl
Sbjct: 27373510 ggctcatgacacagtgcccaatatgctttgttgtgcaattctccaaataattttttgtat

27373451

Query: 984 atgttatagatacttttcagcgtatacacaagatgtatgtagttcctatactcatggtga

1043
) I O e O A R O O RN RN N O RN RNNRRRRNNRRNNN
Sbjct: 27373450 acgttggagacattttccaacgtaaacataagatgtttgtagttcctatactcatggtaa

27373391

Query: 1044 gcatgctt---ataaacaacaacatgagaacaaaacatgtgcattttttgaaattt 1096
Peeeeeer b e e te reeeeeeer reeenner teeeer tet

Sbjct: 27373390 gcatgctttcaagaagcaacatcacgagaacaaagcatgtgcaatttttggaattt
27373335

Score = 89.7 bits (45), Expect = 2e-15
Identities = 135/165 (81%)
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Strand = Plus /7 Minus

Query: 1715 tggtggttgtgcatatgtttatgtgggtgtgtctacggtgataacataaaactcaaggca

1774
PEeeeeeeneeen oe e e reeeet 0 v ettt
Sbjct: 22216877 tggtggttgtgcacatatttgtgtaagtgtgtttgcagtggtaatatataactcaaggca

22216818

Query: 1775 tgtgaagttgaagagtttcccaaatatagaaaacatagtaattatttcctcatcatcttg

1834
) e e et LEEEERRereneeeeenne e or teeeereennl
Sbjct: 22216817 tgtgaggttagagagttgttttaatatagaaaacatagtaattatgtcatcatcatcttg

22216758

Query: 1835 cagcatacatgccctgtactgaaaacaatcaccaacaaatgatac 1879

) i et (NRRRRRNRRRRRNRRRR Y
Sbjct: 22216757 caatacgcatgccctgtaccagccacaatcaccaacaaatgatac 22216713

Score = 87.7 bits (44), Expect = 7e-15
Identities = 267/338 (78%), Gaps = 5/338 (1%)
Strand = Plus / Minus

Query: 807 cacatggaacatcattttggtttacctgattcttggatatccattttggtgtgtatacga
866

) IIIIII IIIIIII Leeeeer e reeeeerennr reeeer reeer el
Sbjct: 15704058 ca catcactttggttgacccagttcttggatattcattttagtgtggatgtaa
15703999
Query: 867 gaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaattcttggc
926

e e reeeeeeeeenneeeer re v e Er e teerneerel
Sbjct: 15703998 gaggagacaagatgacctttagaatttcttatcttctttggatcgtggaaaattcttggc

15703939

Query: 927 ttgtgacatggtgaccaacatgcttcattgcacaatttcccaagtaatcatttgtacatg

986
) O N B A R N
Sbjct: 15703938 tcctaatatggtgaccaatacgcttcattgtgcaattctccaaacaatcctctatgtatg

15703879

Query: 987 ttatagatacttttcagcgtatacacaagatgtatgtagttcctatactcatggtgagca

1046
i e e e teer teeeeee e e e e 0ottt i
Sbjct: 15703878 ttggagacac-tttcaatgtatgcacaagatgtatgtagttcatgtattcatgatgagca

15703820
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Query: 1047 tgcttata---aacaacaacatgagaacaaaacatgtgcattttttga-aatttgtcaca

1102
) et 0 e et teee oe teeeeeen teeet el i
Sbjct: 15703819 tgcttaaacgtagtaataacatcagaataaggcatgtgcactttttaagaattttccaca

15703760

Query: 1103 gtcacactacctttcatctagcttgaccatgaaatttc 1140

) P e eeeeeener teeeertnl
Sbjct: 15703759 ctcacatcacctttcatccagcttgaccgtgaaatttc 15703722

Score = 87.7 bits (44), Expect = 7e-15
Identities = 157/194 (80%), Gaps = 3/194 (1%)
Strand = Plus / Minus

Query: 949 cttcattgcacaatttcccaagtaatcatttgtacatgttatagatacttttcagcgtat
1008

) IIIIIIIIIIIIIIII teee reeeeennnnr reer e rorer ten
Sbjct: 22226354 ct ttgcacaattttccaaacaatcatttgtatatgtcggagacattttccaacatat
22226295
Query: 1009 acacaagatgtatgtagttcctatactcatggtgagcatgcttataaa---caacaacat
1065

) et eerenneerenr Foreeeeeenr teeeerenneenl (AR AN
Sbjct: 22226294 acatagaatgtatgtagttcttgtactcatggcaagcatgcttataagtagcaacaacat

22226235

Query: 1066 gagaacaaaacatgtgcattttttgaaatttgtcacagtcacactacctttcatctagct

1125

) e reeeeeer beeeer reee renneeeer roreer teeen 1l
Sbjct: 22226234 gagaacatggcatgtgcaatttttggaatttactacagtcaccccacctatcatccagcc
22226175

Query: 1126 tgaccatgaaattt 1139

e Lt
Sbjct: 22226174 tgaccgtgaaattt 22226161

Score = 85.7 bits (43), Expect
Identities = 62/67 (92%), Gaps
Strand = Plus / Plus

3e-14
1767 (1%)

Query: 608 taattgaaattaaaaaatatatatttaactgacaagttgacttgaactaaaatatttaaa

667
) PEEEreeeeerenee e eeeeneeer  reeenneer peeeereereeneereml
Sbjct: 3935223 taattgaaattaaaaaatacatatttaaccaacaagttga-atgaactaaaatatttaaa

3935281
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Query: 668 ttacaaa 674

LT
Sbjct: 3935282 ttacaaa 3935288

Score = 81.8 bits (41), Expect = 5e-13
Identities = 50/53 (94%)
Strand = Plus / Minus

Query: 544 agagttgaaatcctttgtatttttattttatttgattattataatacataatt 596

) PR e e errner teeeer vt
Sbjct: 15704328 agagttgaaatactttgtatttttattttatttggttattaaaatacataatt
15704276

Score = 77.8 bits (39), Expect = 7e-12
Identities = 48/51 (94%)
Strand = Plus / Minus

Query: 546 agttgaaatcctttgtatttttattttatttgattattataatacataatt 596

) Peerreeneerenneeeennr reeeeeeeeeeeeennr teer 1t
Sbjct: 22226754 agttgaaatcctttgtattttcattttatttgattattaaaataaataatt 22226704

Score = 77.8 bits (39), Expect = 7e-12
Identities = 87/103 (84%)
Strand = Plus / Plus

Query: 1632 tcttcaaaacttgattcaaggttcattgtatcatcgaggtattcacccaaaccctccaaa

1691
PEeerrnener eeeeereeeeeeee e 0 r teeeeeenr ey il

Sbjct: 33833594 tcttcaaaactcgattcaaggttcattgcttgagcgaggtatttatccaaaccctgaaaa
33833653

Query: 1692 ttcaaagagcttgcagaaactggtggtggttgtgcatatgttt 1734

) (e e e teereennr teeeer et
Sbjct: 33833654 ttgaaagaactgccagaaattggtggtggatgtgcaaatgttt 33833696

Score = 71.9 bits (36), Expect = 4e-10
Identities = 75/88 (85%)
Strand = Plus / Minus
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Query: 703 aaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggcataa

762

) PEEEERReee e vee eeet eeeeenr reeeeereneeeer et 1l
Sbjct: 24152493 aaaatatttaaattttaaacaataaaacaaaatttttaaaatacaaagaaaatgatataa
24152434

Query: 763 aattaatgttgttggcctgagcctacac 790

) 0 TRReeeee e ter teetind
Sbjct: 24152433 attcaatgttgttagcttgaacctacac 24152406

Score = 69.9 bits (35), Expect = 2e-09
Identities = 106/127 (83%), Gaps = 7/127 (5%)
Strand = Plus / Minus

Query: 439 ttaattgtctatatttgtgttctgtttaaattgaaaacaatattatttttcatatgttgt

498

) LR beeeenner veer reeeeeer 0 reer eeenneeet 0 reeneerel
Sbjct: 15704624 ttaattatctatatttatgttttgtttaaactaaaaataatattattatgcatatgttgt
15704565

Query: 499 taattcttaatttcttatgcatattttatgttttatcatttttt-aagagttgaaatcct
557

N e N O A R R NN O O RN RN NN NNNA RN RN NNNRRRAN)
Sbjct: 15704564 ----tgttaattgtttt--catattttttattttatcattttttgaagagttgaaatcct
15704511
Query: 558 ttgtatt 564

I
Sbjct: 15704510 ttgtatt 15704504

Score = 69.9 bits (35), Expect = 2e-09
Identities = 83/99 (83%)
Strand = Plus / Plus

Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt

860
) PEERREeeeer e e teeeee e v teeeeeee el 1td
Sbjct: 21011089 atgcgacacatagaatatcgctttggttgaccaggttcttggatatccatttcagtgtgg

21011148

Query: 861 atacgagaggagacatgacaacctttagaatttcttttc 899

) RN e O O AR RN NNRRRRNRRR NN
Sbjct: 21011149 atacgagagaaggtagggcaacccttagaatttcttttc 21011187
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Score = 67.9 bits (34), Expect = 7e-09
Identities = 58/66 (87%)
Strand = Plus / Plus
Query: 1072 aaaacatgtgcattttttgaaatttgtcacagtcacactacctttcatctagcttgacca

1131
PEeeeeeerner e e veeeeeeer reeeener vee reeenereer Pt

Sbjct: 21011295 aaaacatgtgcaatttctggaatttgtcatagtcacaccaccgttcatctagcctgaccg
21011354

Query: 1132 tgaaat 1137

Il
Sbhjct: 21011355 tgaaat 21011360

Score = 67.9 bits (34), Expect = 7e-09
Identities = 49/54 (90%)
Strand = Plus / Minus

Query: 434 tgttattaattgtctatatttgtgttctgtttaaattgaaaacaatattatttt 487

) PEEEEERRer veeeeeennr eeer reeeeeet beeeer teeeneereml
Sbjct: 48273055 tgttattaatggtctatatttatgttttgtttaaactgaaaataatattatttt

48273002

Score = 65.9 bits (33), Expect = 3e-08
Identities = 132/165 (80%)
Strand = Plus / Plus

Query: 1198 gcattaatcgaactcaagaacaatgtgagagtttgcctttttctgtatgtctttcatagc

1257
) e b reeeeeeeneeeeeneer reeeeneer e e el
Sbjct: 21011419 gcattgatcaaactcaagaacaatgtgaacatttgcctttctttgtgcgtctttgatgac

21011478

Query: 1258 cttgtttaatacttttgtataaacttcaccaaatgtaatcactcttgcgacttctctccc

1317
) PEEeeenr ek roeeee oe e e te re r reer teeernnn i
Sbjct: 21011479 cttgtttagtacttgcgcataaaattggcctgatgcaaacattgttgcaacttctcttcc

21011538

Query: 1318 cctttggttgaacaatgcattacacctagtataggttgattttac 1362

) P Teeeereeeereeneerennr ver teeeerenn
Sbjct: 21011539 tcttttgttgaacaatgcattacaccttagatatgttgattttac 21011583
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Score = 65.9 bits (33), Expect = 3e-08

Identities = 92/112 (82%), Gaps = 11/112 (9%)

Strand = Plus / Minus
Query: 679 atatgaaattacaaacaatagaacaaaatatttaaatttgaaataatacaacaaaaattt
738

) N RN RN RN RN NN RN (AR

Sbjct: 27373766 atataaaattacaaacaatagaacaaaatatttaca--------- atacaacaaaaa--t
27373718
Query: 739 taaaatacaaacaatatggcataaaattaatgttgttggcctgagcctacac 790

) PEEerenneer e e veeeer reer reenneer beerrrnnetl
Sbjct: 27373717 taaaatacaaagaacatgacataaatttaacattgttggcttgagcctacac 27373666

Score = 63.9 bits (32), Expect = l1le-07
Identities = 200/255 (78%), Gaps = 2/255 (0%)
Strand = Plus / Minus

Query: 1156 ctctctccagttaattgtctcctagactaagaattgtatgtcgcattaatcgaactcaag

1215

) PEEEeer b teeeeenenee e veeee 0e vt 0ttt o
Sbjct: 24152020 ctctctcaggtttattgtctcctggaccaagaatcgtgtgtcgtgtcgatcaaactcatg
24151961

Query: 1216 aacaatgtgagagtttgcctttttctgtatgtctttcatagccttgtttaatacttttgt
1275

) IIIIIIIIIII IIIII feee e b e re ne e e teeel
Sbjct: 24151960 aa cgtttgtctttctctatgcatctttgatggctttgcttagtacttgtgt
24151901
Query: 1276 ataaacttcaccaaatgtaatcactcttgcgacttctctccccctttggttgaacaatgc
1335

) L O O O R R A O A O RN RO NNNRR RN RN
Sbjct: 24151900 ataaacttggctagatgcaagcattgttgtgatttttctccctcttttgttgaacaatgc

24151841

Query: 1336 attacacctagtataggttgattttaccaacaca--cattgccagattttgtgttttctt

1393
) e o v reeeeeerner vorer o e ne reer e el
Sbjct: 24151840 attacgccttagatatgttgattttactagcgcatctattggcaaatttattgatttctt

24151781

Query: 1394 gagtaccaaattaat 1408
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) NRRRRRRRRNNNNY
Sbjct: 24151780 gagtaccaaattaat 24151766
Score = 63.9 bits (32), Expect = l1le-07
Identities = 53/60 (88%)
Strand = Plus / Minus
Query: 1432 ccaccatcccatgcgagagtccacttttcttgtggaatcttcctaagctaattaattgtt

1491

) PEEEEE e reeer reeneeeenner veeeeeer 0 rer teeeneeretl
Sbjct: 27373028 ccaccattccatgcaagagttcacttttcttgtagaatcttcttgagccaattaattgtt
27372969

Score = 63.9 bits (32), Expect = l1le-07
Identities = 112/138 (81%), Gaps = 3/138 (2%)
Strand = Plus / Minus

Query: 1006 tatacacaagatgtatgtagttcctatactcatggtgagcatgcttata---aacaacaa

1062

e 0 e eeeeneeer reeeereeerereeererneetr v r el
Sbjct: 34360999 tatacataggatgcatgtagttcttatactcatggtgagcatgcttacaagcatcaacaa
34360940

Query: 1063 catgagaacaaaacatgtgcattttttgaaatttgtcacagtcacactacctttcatcta

1122

) PeeE beeneer reeeee 0o rener reeer rer vt r renr re o reeeeend
Sbjct: 34360939 catgggaacaaggcatgtgtaccttttggaatttatcatattaacaccacatttcatctg
34360880

Query: 1123 gcttgaccatgaaatttc 1140

L L Tt
Sbjct: 34360879 gtttgatcgtgaaatttc 34360862

Score = 63.9 bits (32), Expect = l1le-07
Identities = 41/44 (93%)
Strand = Plus / Minus

Query: 516 tgcatattttatgttttatcattttttaagagttgaaatccttt 559

N R A O NN RN RN NNNNRRRRRRRRRNNny
Sbjct: 43435515 tgcataatttttattttatcattttttaagagttgaaatccttt 43435472
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Score = 61.9 bits (31), Expect = 4e-07
Identities = 58/67 (86%)
Strand = Plus / Plus
Query: 1423 catcgccagccaccatcccatgcgagagtccacttttcttgtggaatcttcctaagctaa

1482

Sbjct: 21011655 catcgtcagctaccatcctatgcgagagtccatttttctcgtggaatctcgctgagccaa
21011714

Query: 1483 ttaattg 1489

(NRRRAR
Shjct: 21011715 ttaattg 21011721

Score = 60.0 bits (30), Expect = 2e-06
Identities = 87/106 (82%)
Strand = Plus / Minus

Query: 1257 ccttgtttaatacttttgtataaacttcaccaaatgtaatcactcttgcgacttctctcc

1316
P e reeeeeeeer v reeeer e et

Sbjct: 27373222 ccttgtttaatgttttcgtataaacttggtcagatgtaagaattgttgcaacttctctcc
27373163

Query: 1317 ccctttggttgaacaatgcattacacctagtataggttgattttac 1362

) e beeeenneer eeeeennner  veer beerernentl
Sbjct: 27373162 cttttttgttgaacaattcattacaccttatatatgttgattttac 27373117

Score = 58.0 bits (29), Expect
Identities = 42/45 (93%), Gaps
Strand = Plus / Plus

7e-06
1745 (2%)

Query: 165 tttttttatccaaataata-aaaaaaaattaattatttacccaaa 208

) PR reenne e eeennene e e e e e e
Sbjct: 18541682 tttttttgcccaaataatacaaaaaaaattaattatttacccaaa 18541726

Score = 58.0 bits (29), Expect = 7e-06
Identities = 53/61 (86%)
Strand = Plus / Minus
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Query: 439 ttaattgtctatatttgtgttctgtttaaattgaaaacaatattatttttcatatgttgt

498
) PEEEEE Lo e 0 eeeeet teeeet teeeeeeeet teetetitd
Sbjct: 22227158 ttaattatctatatttatgttttatttaaactgaaaataatattattttatatatgttgt

22227099

Query: 499 t 499

I
Shjct: 22227098 t 22227098

Score = 56.0 bits (28), Expect = 3e-05
Identities = 43/48 (89%)
Strand = Plus / Plus

Query: 1554 atacaacaatgaacaacacacatgacaactacaaatcattaaataata 1601

Sbjct: 21017882 atacaacaatgaaaaacacacatgatgacttcaaaccattaaataata 21017929

Score = 56.0 bits (28), Expect = 3e-05
Identities = 31/32 (96%)
Strand = Plus / Minus

Query: 1377 agattttgtgttttcttgagtaccaaattaat 1408

) P ceerennee e el
Sbjct: 22226060 agatttcgtgttttcttgagtaccaaattaat 22226029

Score = 54.0 bits (27), Expect = le-04
Identities = 36/39 (92%)
Strand = Plus / Minus

Query: 1159 tctccagttaattgtctcctagactaagaattgtatgtc 1197

) PR T e e e e e ey e
Sbjct: 22226143 tctcgagttaactgtctcctagactaagaattgtgtgtc 22226105

Score = 54.0 bits (27), Expect = 1le-04
Identities = 30/31 (96%)
Strand = Plus / Minus

Query: 639 acaagttgacttgaactaaaatatttaaatt 669
e reneeerenneeeeneernl
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Sbjct: 24152510 acaagttgaattgaactaaaatatttaaatt 24152480

Score = 54.0 bits (27), Expect = le-04

Identities = 33/35 (94%)

Strand = Plus / Minus
Query: 1416 gtgtccccatcgccagccaccatcccatgcgagag 1450

) PEEEERRREEE Leeeenn e e e 1t

Sbjct: 34360570 gtgtccccatcgtcagccaccatcccatgcaagag 34360536

Score = 52.0 bits (26), Expect = 4e-04

Identities = 32/34 (94%)

Strand = Plus / Plus
Query: 262 atttcttaattacatttttttatacatttagaaa 295

PEEEEERREee beereenneer teereennd

Sbjct: 3934947 atttcttaattatatttttttatatatttagaaa 3934980

Score = 50.1 bits (25), Expect = 0.002

Identities = 55/65 (84%)

Strand = Plus / Minus

Query: 1554 atacaacaatgaacaacacacatgacaactacaaatcattaaataatacaattacaatca

1613
PR reeeeeeeeer reeee oe terennneeer teenneenr 1t ren o

Sbjct: 15702217 atacgacaatgaacaaaacacacgatgactacaaatcactaaataataaaatagcaataa
15702158

Query: 1614 aataa 1618

T
Sbjct: 15702157 aataa 15702153

Score = 50.1 bits (25), Expect = 0.002
Identities = 34/37 (91%)
Strand = Plus / Minus

Query: 557 tttgtatttttattttatttgattattataatacata 593

) FEEEREEEEE PRRReeeeeeee vl 1ttt
Sbjct: 27373863 tttgtattttcattttatttgattgttaaaatacata 27373827
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Score = 50.1 bits (25), Expect = 0.002
Identities = 40/45 (88%)
Strand = Plus / Minus
Query: 1416 gtgtccccatcgccagccaccatcccatgcgagagtccacttttc 1460
) PEEerenneer 0 reeeeee e e eeeeennr te
Sbjct: 36818140 gtgtccccatcatcggccaccatcccatgcaagagtccatttttc 36818096
Score = 50.1 bits (25), Expect = 0.002
Identities = 31/33 (93%)
Strand = Plus / Plus
Query: 166 ttttttatccaaataataaaaaaaaattaatta 198
) FEEERERREEERnne e o el
Sbjct: 48271715 ttttttatccaaataatacaaataaattaatta 48271747
Score = 48.1 bits (24), Expect = 0.006
Identities = 60/72 (83%)
Strand = Plus / Plus
Query: 427 ttttttttgttattaattgtctatatttgtgttctgtttaaattgaaaacaatattattt

486
PP et veeeeer eeee v reeenr reeeer o el

Sbjct: 11204616 ttttttgtattattaattgtttatatttatgttttatttaaactgaaaatattactattt
11204675

Query: 487 ttcatatgttgt 498

I LEEEL 1t
Sbjct: 11204676 tgcatattttgt 11204687

Score = 48.1 bits (24), Expect = 0.006
Identities = 30/32 (93%)
Strand = Plus / Minus

Query: 176 aaataataaaaaaaaattaattatttacccaa 207

PEeeneer ter beeee e e e et
Sbjct: 34361771 aaataatacaaataaattaattatttacccaa 34361740
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Score = 48.1 bits (24), Expect = 0.006
Identities = 36740 (90%)
Strand = Plus / Plus
Query: 554 tcctttgtatttttattttatttgattattataatacata 593
) PEEEEEE e eerenne e e 0t
Sbjct: 38089432 tcctttgcattttaattttatttgattattaaagtacata 38089471
Score = 48.1 bits (24), Expect = 0.006
Identities = 30/32 (93%)
Strand = Plus / Plus
Query: 1308 cttctctccccctttggttgaacaatgcatta 1339
) PEEEEERner teer teeeeereennerenl
Sbjct: 38090190 cttctctccctcttttgttgaacaatgcatta 38090221
Score = 46.1 bits (23), Expect = 0.025
Identities = 38/43 (88%)
Strand = Plus / Plus
Query: 388 ttttttttttgttttgttttaaaattgtttgtatttttatttt 430
) P reeeneerenr  reer tee reeeeneere
Sbjct: 8645984 ttttttttatgttttgttttgtaattttttatatttttatttt 8646026
Score = 46.1 bits (23), Expect = 0.025
Identities = 62/75 (82%)
Strand = Plus / Plus
Query: 814 aacatcattttggtttacctgattcttggatatccattttggtgtgtatacgagaggaga

873
PEEEEE Peer e et vee b reee e e veeeer reer e

Sbjct: 49401350 aacatcgttttagttgaccttattatcggatatccatttcggtgtggatactagtggaga
49401409

Query: 874 catgacaacctttag 888

I e
Sbjct: 49401410 caagacgacccttag 49401424

Score = 44.1 bits (22), Expect = 0.098
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Identities = 22/22 (100%)
Strand = Plus / Plus
Query: 387 cttttttttttgttttgtttta 408
NNNNNNRRRRRRRRRNNNNRY
Sbjct: 15013463 cttttttttttgttttgtttta 15013484
Score = 44.1 bits (22), Expect = 0.098
Identities = 22/22 (100%)
Strand = Plus / Plus
Query: 610 attgaaattaaaaaatatatat 631
) NNNNNRRRRRRRRRRNNNNRY
Sbjct: 16797076 attgaaattaaaaaatatatat 16797097
Score = 44.1 bits (22), Expect = 0.098
Identities = 22/22 (100%)
Strand = Plus / Plus
Query: 413 tgtttgtatttttattettettt 434
ANNNNRRRRRRRRRRNNNNRY
Sbjct: 20639132 tgtttgtatttttatttttttt 20639153
Score = 44.1 bits (22), Expect = 0.098
Identities = 49/58 (84%)
Strand = Plus / Plus
Query: 995 acttttcagcgtatacacaagatgtatgtagttcctatactcatggtgagcatgctta

1052

) e o reeneeeeer reeeneeeennnr  veeeenner 0o teeeetl
Sbjct: 21011228 actttccaacgtatacacaggatgtatgtagtttacatactcatgattagaatgctta
21011285

Score = 44_.1 bits (22), Expect = 0.098
Identities = 25/26 (96%)
Strand = Plus / Minus

Query: 1432 ccaccatcccatgcgagagtccactt 1457

) PRttt
Sbjct: 22225989 ccaccatcccatgggagagtccactt 22225964



Score = 42_.1 bits (21), Expect = 0.39
Identities = 27/29 (93%)
Strand = Plus / Minus

Query: 404 ttttaaaattgtttgtatttttatttttt 432

) FEEEEEREE Pee Perrnnneeein
Sbjct: 2291665 ttttaaaatagtttttatttttatttttt 2291637

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Minus

Query: 388 ttttttttttgttttgtttta 408

) RRRRRNNNRRRRRRnann
Shjct: 7474426 ttttttttttgttttgtttta 7474406

Score = 42_.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Plus

Query: 557 tttgtatttttattttatttgatta 581

) FEEEEEREER et 1l
Shjct: 9792212 tttgtatttttattttattttatta 9792236

Score = 42.1 bits (21), Expect = 0.39
Identities = 33/37 (89%)
Strand = Plus / Plus

Query: 463 tttaaattgaaaacaatattatttttcatatgttgtt 499

Sbjct: 11971502 tttaaactgaaaataattttattttgcatatgttgtt 11971538

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Plus
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Query: 176 aaataataaaaaaaaattaat 196

) RRRRRNNNRRRRRRRRRY
Sbjct: 19929762 aaataataaaaaaaaattaat 19929782

Score = 42_.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 1859 acaatcaccaacaaatgatac 1879

ANRRRRRNRRRRNRRRR Y
Sbjct: 33833821 acaatcaccaacaaatgatac 33833841

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Minus

Query: 614 aaattaaaaaatatatattta 634

) RRRRRNNNRRRRRRRRRY
Sbjct: 36357965 aaattaaaaaatatatattta 36357945

Score = 42.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Minus

Query: 419 tatttttattttttttgttattaat 443

) PEEEEEREEEr teererneeninl
Sbjct: 44645755 tatttttatttattttgttattaat 44645731

Score = 42.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Minus

Query: 419 tatttttattttttttgttattaat 443

) FEEEEERnner Pl
Sbjct: 44662130 tatttttatttattttgttattaat 44662106

Score = 42_.1 bits (21), Expect = 0.39
Identities = 33/37 (89%)
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Strand = Plus /7 Minus

Query: 347 agttaagaaatcggttccttggaaaacgacttcttaa 383

) PEEEreeeeerenneeeer v eer tee teetetl
Sbjct: 47865552 agttaagaaatcggttcctagaaaaccgatttcttaa 47865516

Score = 42.1 bits (21), Expect = 0.39
Identities = 27/29 (93%)
Strand = Plus / Plus

Query: 1388 tttcttgagtaccaaattaattaactcag 1416

) PEEEEERREEE Leeeeneer tenetd
Sbjct: 49401918 tttcttgagtacgaaattaatttactcag 49401946

Score = 42.1 bits (21), Expect = 0.39
Identities = 27/29 (93%)
Strand = Plus /7 Minus

Query: 561 tatttttattttatttgattattataata 589

PEEEEERREErenner o teeennetd
Sbjct: 49834071 tatttttattttattttatgattataata 49834043

Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Minus

Query: 176 aaataataaaaaaaaattaattat 199

PEEEEEEE TRRRRRE et
Sbjct: 424380 aaataatacaaaaaaattaattat 424357

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 614 aaattaaaaaatatatattt 633

(NRNNRRRRRRRRRRNNRRY
Sbjct: 1679004 aaattaaaaaatatatattt 1678985



Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 176 aaataataaaaaaaaattaa 195

) AARRRRRNRRRRRNRRRNY
Sbjct: 5592070 aaataataaaaaaaaattaa 5592051

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 1523 aatatttttattataaaaca 1542

AURRRRRNRRRRRNRRRNY
Sbjct: 6708454 aatatttttattataaaaca 6708435

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 557 tttgtatttttattttattt 576

IRRRNNNNRRRRRnay
Shjct: 8468710 tttgtatttttattttattt 8468729

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatattt 633

ARRRRRNRRRRRNRRRNY
Sbjct: 8958174 aaattaaaaaatatatattt 8958193

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 557 tttgtatttttattttattt 576

IRRRNNRNRRRRRnny
Shjct: 9661827 tttgtatttttattttattt 9661846

Dow AgroSciences LLC
Study ID: 102117
Page 145



Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 705 aatatttaaatttgaaataa 724

) RRRRNNNRRRRR RN
Sbjct: 10400302 aatatttaaatttgaaataa 10400321

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 277 ttttttatacatttagaaat 296

AURRRRRNRRRRRNRRRNY
Sbjct: 11205203 ttttttatacatttagaaat 11205184

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)

Strand = Plus / Plus
Query: 164 ttttttttatccaaataata 183

) RRRRNNNNRRRRRR RN
Sbjct: 12796747 ttttttttatccaaataata 12796766

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 557 tttgtatttttattttattt 576

RRNRRRRRANNRn
Shjct: 14318401 tttgtatttttattttattt 14318420

Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Minus
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Query: 611 ttgaaattaaaaaatatatattta 634

) RRRRUNRRRRRRRRRRNNNNY
Sbjct: 17171866 ttgaagttaaaaaatatatattta 17171843

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatattt 633

AURRRRRNRRR RN
Sbjct: 23879277 aaattaaaaaatatatattt 23879296

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 388 ttttttttttgttttgtttt 407

) RN
Shjct: 25208666 ttttttttttgttttgtttt 25208685

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 673 aaatagatatgaaattacaa 692

AERRRRRNRRRRRNRRRNY
Sbjct: 39712352 aaatagatatgaaattacaa 39712333

Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Plus

Query: 610 attgaaattaaaaaatatatattt 633

) N RRRANNRRRRRRRRRNNNNY
Sbjct: 42304230 attgaagttaaaaaatatatattt 42304253

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
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Strand = Plus 7/ Plus

Query: 322 atgttcattttttttttcaa 341

AERRRRRNRRRRRNRRRNY
Sbjct: 45422984 atgttcattttttttttcaa 45423003

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 418 gtatttttattttttttgtt 437

) ANRRRRRNRRRRNNRRRNY
Sbjct: 46924387 gtatttttattttttttgtt 46924368

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 658 aatatttaaattacaaaata 677

AURRRRRNRRRRRNRRRNY
Sbjct: 48455871 aatatttaaattacaaaata 48455852

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 179 taataaaaaaaaattaatta 198

AURRRRRNRRRRRNRRRN]
Sbjct: 49328872 taataaaaaaaaattaatta 49328853

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 1325 ttgaacaatgcattacacct 1344

NRNNRRRRRRRRRRNNNRR
Sbjct: 49401861 ttgaacaatgcattacacct 49401880
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Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 392 ttttttgttttgttttaaa 410

UNNNRRRRRRRRNNNRR
Sbjct: 525714 ttttttgttttgttttaaa 525696

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 708 atttaaatttgaaataata 726

) NNNNRRRRRRRRRNNNRR
Sbjct: 1061415 atttaaatttgaaataata 1061433

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 607 ttaattgaaattaaaaaatatat 629

LR DEERRRRe et
Sbjct: 1691920 ttaattaaaattaaaaaatatat 1691898

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 422 ttttatttettttgttatt 440

) RRRANNNNNRRRRRRtY
Shjct: 1817993 ttttattttttttgttatt 1818011

Score = 38.2 bits (19), Expect = 6.1
Identities = 28/31 (90%)
Strand = Plus / Plus

Query: 188 aaaattaattatttacccaaaaaattattta 218

Sbjct: 2009562 aaaaataattatttacccaaaacataattta 2009592
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Score = 38.2 bits (19), Expect = 6.1
Identities = 28/31 (90%)
Strand = Plus / Minus

Query: 165 tttttttatccaaataataaaaaaaaattaa 195
PEEEEEEE PEeer Leeeeeeeeen el

Sbjct: 3008610 tttttttaaccaaacaataaaaaaaagttaa 3008580

Score = 38.2 bits (19), Expect = 6.1
Identities = 31/35 (838%)
Strand = Plus / Minus

Query: 562 atttttattttatttgattattataatacataatt 596

PEEEEERRErennr teer teeeer teeetd
Sbjct: 3128265 atttttattttatttaattaaaataataaataatt 3128231

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 734 aattttaaaatacaaacaa 752

) NRRRRRNNRNRRRRRRNY
Sbjct: 3265107 aattttaaaatacaaacaa 3265125

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 660 tatttaaattacaaaatag 678

ARRRRRNRRRRNRRRNY
Sbjct: 3344917 tatttaaattacaaaatag 3344935

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus



Query: 419 tatttttattetetttgtt 437

) FEEEEEEEEREERrnnnl
Shjct: 3870592 tatttttattttttttgtt 3870610

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 273 acatttttttatacattta 291

) NNRRRRNNRRRRNRRRN]
Sbjct: 4544590 acatttttttatacattta 4544572

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 414 gtttgtatttttatttttt 432

) RRRRRNNNRRRRRRRY
Sbjct: 4652148 gtttgtatttttatttttt 4652166

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1524 atatttttattataaaaca 1542

NRRRRNNRRRRNRRANY
Sbjct: 4912526 atatttttattataaaaca 4912508

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 387 cttttttttttgttttgtt 405

) NRRNNRRRRRRRRNNNRR
Shjct: 5773428 cttttttttttgttttgtt 5773410

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
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Strand = Plus 7/ Plus

Query: 414 gtttgtatttttatttttt 432

) ANRRRRNNRRRRNRRRNY
Sbjct: 6315976 gtttgtatttttatttttt 6315994

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 568 attttatttgattattata 586

ANRRRRNNRRRNNRRRNY
Sbjct: 6901395 attttatttgattattata 6901377

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 615 aattaaaaaatatatattt 633

ANRRRRRNRRRRNRRRNY
Sbjct: 7376688 aattaaaaaatatatattt 7376670

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 558 ttgtatttttattttattt 576

RRRRRNNNRRRnnay
Sbhjct: 7508518 ttgtatttttattttattt 7508500

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1522 aaatatttttattataaaa 1540

NRNNNRRRRRRRRNNNRR
Sbjct: 7699455 aaatatttttattataaaa 7699437

Dow AgroSciences LLC
Study ID: 102117
Page 152



Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

) NRRRRNNRRRRNRRRNY
Sbjct: 8105912 aaatatttttattataaaa 8105930

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 554 tcctttgtatttttattttattt 576

FEEEEE FRRRER et
Shjct: 9240371 tcctttttatttttattttattt 9240349

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 523 tttatgttttatcattttt 541

URRRRNNRRRRNRRRN]
Sbjct: 9896821 tttatgttttatcattttt 9896803

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 183 aaaaaaaaattaattattt 201

ANRRRRRNRRRRNRRRN]
Sbjct: 10543900 aaaaaaaaattaattattt 10543918

Score = 38.2 bits (19), Expect = 6.1
Identities = 25/27 (92%)
Strand = Plus / Plus

Query: 650 tgaactaaaatatttaaattacaaaat 676

) PEEEEREReer beeeeener il
Sbjct: 11195609 tgaactaaaatttttaaattataaaat 11195635
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Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 563 tttttattttatttgattattat 585

) FEEEEE PEEREEE el
Sbjct: 12569199 tttttagtttatttgattattat 12569177

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 707 tatttaaatttgaaataat 725

ARRRRRNRRRRNRRRNY
Sbjct: 13057915 tatttaaatttgaaataat 13057933

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 388 ttttttttttgttttgttttaaa 410

) FEEREEEEE PRt
Shjct: 13185183 tttttttttttttttgttttaaa 13185161

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 389 tttttttttgttttgtttt 407

NURNRRRRRRRR RNl
Shjct: 14563662 tttttttttgttttgtttt 14563680

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus
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Query: 558 ttgtatttttattttattt 576

) NRRRRNNNNRRRRRRRNY
Sbjct: 14996268 ttgtatttttattttattt 14996286

Score = 38.2 bits (19), Expect = 6.1
Identities = 28/31 (90%)
Strand = Plus / Plus

Query: 388 ttttttttttgttttgttttaaaattgtttg 418

) L Leeer teeeeeer teeeneetrn
Sbjct: 15539164 ttttgttttttttttgtttgaaaattgtttg 15539194

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1513 acacatgacaaatattttt 1531

) RRRRRNNNRRRRRRANY
Sbjct: 15616842 acacatgacaaatattttt 15616824

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 412 ttgtttgtatttttatttttttt 434

FRRRREEEEE PRRRnennnl
Shjct: 15665883 ttgtttgtatgtttatttttttt 15665861

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1506 ttaaaacacacatgacaaa 1524

) NRRRRRNNNRRRRRRRNY
Sbjct: 15702245 ttaaaacacacatgacaaa 15702227

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)



Strand = Plus 7/ Plus

Query: 609 aattgaaattaaaaaatat 627

ANRRRRRNRRRRNRRRNY
Sbjct: 17051774 aattgaaattaaaaaatat 17051792

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 425 tattttttttgttattaattgtc 447
CEEEERREEEE Pereennetl

Sbjct: 19837658 tattttttttgtgattaattgtc 19837680

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 421 tttttattttttttgttat 439

RRRRNNNNRRRRRRany
Shjct: 20656294 tttttattttttttgttat 20656276

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 615 aattaaaaaatatatattt 633

ANRRRRNNRRRRNRRRNY
Sbjct: 21185241 aattaaaaaatatatattt 21185259

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 389 ttttttttgttetgtett 407

RN RRRRNNNNR
Shjct: 23500970 tttttttttgttttgtttt 23500988
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Score = 38.2 bits (19), Expect = 6.1
Identities = 31/35 (88%)
Strand = Plus / Minus

Query: 593 aattaaacaacaacttaattgaaattaaaaaatat 627

) PEEEEReeeeeer 0 reel teeeereennntl
Sbjct: 25197665 aattaaacaacaagtaaattttaattaaaaaatat 25197631

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 419 tatttttattttttttgttatta 441

) PEEERRRRREeer tenennttl
Shjct: 27565806 tatttttatttttgttgttatta 27565784

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 561 tatttttattttatttgat 579

ARRRRRNRRRRNRRRN]
Sbjct: 29899634 tatttttattttatttgat 29899652

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 188 aaaattaattatttaccca 206

ANRRRRRNRRRRNRRANY
Sbjct: 37475103 aaaattaattatttaccca 37475085

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

ANRRRRNNRRRRNRRRNY
Sbjct: 38665259 aaatatttttattataaaa 38665277



Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 279 ttttatacatttagaaatt 297

) RRRRRNNNNRRRRRRNY
Sbjct: 39518240 ttttatacatttagaaatt 39518258

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 620 aaaaatatatatttaactgacaa 642
RRRRRRRRRRNRRRRNIEN]

Sbjct: 40715595 aaaaatatatatttaactaacaa 40715573

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 177 aataataaaaaaaaattaa 195

) RRRRRNNNRRRRRRRNY
Sbjct: 44053261 aataataaaaaaaaattaa 44053243

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 195 attatttacccaaaaaattattt 217
FEEEEEERRRREEL Tl

Sbjct: 45011944 attatttacccaaataattattt 45011966

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus
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Query: 561 tatttttattttatttgattatt 583

) RRRRNNNNRRRRR RN
Sbjct: 46423451 tatttttattttattttattatt 46423473

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 180 aataaaaaaaaattaatta 198

ANRRRRRNRRRRNRRRNY
Sbjct: 46439804 aataaaaaaaaattaatta 46439786

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatatt 632

) RRRRRNNNRRRRRRRY
Sbjct: 47049354 aaattaaaaaatatatatt 47049372

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatatt 632

ANRRRRRNRRRRNRRRN]
Sbjct: 47069796 aaattaaaaaatatatatt 47069814

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatatt 632

) RRRRRRRRRRRRNNNNY
Sbjct: 47078928 aaattaaaaaatatatatt 47078946

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
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Strand = Plus 7/ Plus

Query: 614 aaattaaaaaatatatatt 632

ANRRRRRNRRRRNRRRN]
Sbjct: 47084698 aaattaaaaaatatatatt 47084716

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 522 ttttatgttttatcattttttaa 544

CEEERRRREEEeneeer teetl
Sbjct: 47889534 ttttatgttttatcattatttaa 47889556

Score = 38.2 bits (19), Expect = 6.1
Identities = 31/35 (88%)
Strand = Plus / Minus

Query: 262 atttcttaattacatttttttatacatttagaaat 296

) PEEEERRREeeer teeer teet teeennetd
Sbjct: 48273201 atttcttaattacttttttatataggtttagaaat 48273167

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 620 aaaaatatatatttaactg 638

ANRRRRNNRRRNNRRRN]
Sbjct: 48356235 aaaaatatatatttaactg 48356217

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 695 aatagaacaaaatatttaaattt 717

AR RN RN RNNNRRRRRY
Sbjct: 48560642 aataaaacaaaatatttaaattt 48560664



Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

) ANRRRRNNRRRRNRRRNY
Sbjct: 48648746 aaatatttttattataaaa 48648764

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 567 tattttatttgattattat 585

) NNNNRRRRRRRRNNNRR
Sbjct: 48920212 tattttatttgattattat 48920194

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 180 aataaaaaaaaattaatta 198

ANRRRRRNRRRRNRRRNY
Sbjct: 49008081 aataaaaaaaaattaatta 49008063

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 614 aaattaaaaaatatatatt 632

NRRRRRNRRRRNRRRN]
Sbjct: 49601036 aaattaaaaaatatatatt 49601054

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 390 ttttttttgttttgtttta 408

WERNRRRRRRRR RNl
Shjct: 50275019 ttttttttgttttgtttta 50275037
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>gb]CM000841.1] Glycine max chromosome 8, whole genome shotgun sequence

Length =

Score = 402 bits (203), Expect
Identities = 522/623 (83%), Gaps
Strand = Plus / Minus

Query: 798
857

Sbjct: 36392133 g
36392074

Query: 858

917

Sbjct: 36392073 t
36392014

Query: 918

977

Sbjct: 36392013 a
36391954

Query: 978

1037

Sbjct: 36391953 t
36391894

Query: 1038
1094

Sbjct: 36391893 tgt

36391834

Query: 1095
1154

Sbjct: 36391833 t

36391775

Query: 1155
1214

9/623 (1%)

ggaatgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtg

catcgttttggttgacctagttcttggatatccattttggtg

tgtatacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaa

acgagaggagacaaaacaatctttagaatttcttttcatctttaggtcgaggcaa

attcttggcttgtgacatggtgaccaacatgcttcattgcacaatttcccaagtaatcat

IIIIIIIIIIIIIIIII IIII IIII RN AR N e R
acggt

aatatgcttcattgtgaaattccccaaacaattct

ttgtacatgttatagatacttttcagcgtatacacaagatgtatgtagttcctatactca

FEEEED 0 Teeneer beeeennnereennd
cgttagagacattttccaatatatacataggatgtatatagttcctatactca

tggtgagcatgcttataaaca---acaacatgagaacaaaacatgtgcattttttgaaat

gcatgcttacaagaagtaacaacatgagaacaaaacatgtgcatttttggaatt

ttgtcacagtcacactacctttcatctagcttgaccatgaaatttctcactagttgaatc

gaccgtgaaatttccagcaagttgaatc

tctctctccagttaattgtctectagactaagaattgtatgtcgcattaatcgaactcaa
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Sbjct: 36391774 tctctcag--gttaattatctcttggactaagaact-tgtgtcacatcaatcaaacttaa
36391718

Query: 1215 gaacaatgtgagagtttgcctttttctgtatgtctttcatagccttgtttaatacttttg
1274

) i III IIIIIIIIIIIIIII Lo teer eeeeeeereennnr et
Sbjct: 36391717 gaata gagtttgcctttctttgtgcatcttccatagccttgtttagtacttgtg
36391658
Query: 1275 tataaacttcaccaaatgtaatcactcttgcgacttctctccccctttggttgaacaatg
1334

) e 0 reeneeeer Foreeeeereneeerenr tereerreneere
Sbjct: 36391657 tataaacttggctagatgtaatcattgttgcgacttctctccctctttggttgaacaatg

36391598

Query: 1335 cattacacctagtataggttgattttaccaacacacat--tgccagattttgtgttttct
1392

) Il IIIII IIIIIIIIIIIIIIIII e e r et
Sbjct: 36391597 cattt cttgtataggttgattttactagcgcacatattggtaaatttcatgttttct
36391538
Query: 1393 tgagtaccaaattaattaactca 1415

PR Teeneeer teetd
Sbjct: 36391537 tgagtacttaattaattgactca 36391515

Score = 341 bits (172), Expect = 3e-91
Identities = 311/354 (87%), Gaps = 10/354 (2%)
Strand = Plus / Minus

Query: 446 tctatatttgtgttctgtttaaattgaaaacaatattatttttcatatgttgttaattct
505

) PEEREREEr teet teeeet teeeeeet teeeeeeeetn 1ni L
Sbjct: 36392499 tctatatttatgttttgtttacattgaaaataatattattttgcat-—--- gttattttt
36392445
Query: 506 taatttcttatgcatattttatgttttatcatttttt-aagagttgaaatcctttgtatt
564

) FEer o reennnerennr teeeeeeeneee e oo teeeeeer teeen 1l
Sbjct: 36392444 aatttttttttgcatattttatattttatcattttttgaagggttgaaattctttg-att

36392386

Query: 565 tttattttatttgattattataatacataattaaacaacaacttaattgaaattaaaaaa

624
) PEEEEeeeeeeee e teeeee et teeee ettt tnd
Sbjct: 36392385 tttattttatttgattattaaaatacataattaatcaacaacttaattgaaattaaaaaa

36392326
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Query: 625 tatatatttaactgacaagttgacttgaactaaaatatttaaattacaaaatagatatga

684
) PEEEEEenr  reeeeeenr e veeeeenneeennnr eyt
Sbjct: 36392325 ---atatttaaccaacaagttgagttaaactaaaatatttaagttacaaaataaatatga

36392269

Query: 685 aattacaaacaatagaacaaaatatttaaatttgaaataatacaacaaaaattttaaaat

744
PEEEEEEE e e ey eeeeeer vereeeeener reereninl

Sbjct: 36392268 aattacaaacaatagaacaaaatatttaagtttgaaacaatacaacaaattttttaaaat
36392209

Query: 745 acaaacaatatggcataaaattaatgttgttggcctgagcctacacaatggggg 798

PEREE Leeeer e e reeeneeedr veneeeeeeeer teetl
Sbjct: 36392208 acaaataatatgatataaacttaacgttgttggcttgagcctacacagtggggg
36392155

Score = 303 bits (153), Expect = 7e-80
Identities = 245/273 (89%), Gaps = 2/273 (0%)
Strand = Plus / Minus

Query: 518 catattttatgttttatcattttttaagagttgaaatcctttgtatttttattttattty
577

I
Sbjct: 16846810 catatgttatgttttatcattttttaagagttgaaatcctttatatttttgttttattca
16846751

Query: 578 attattataatacataattaaacaacaacttaattgaaattaaaaaatatatatttaact
637

) il IIIIIIIIII IIIIIIIIIIIII IIIIIIIIIII I THEHLEET
Sbjct: 16846750 attgtcaaaacacataattaatca acttaattaa aa-acatatttaaac
16846692
Query: 638 gacaagttgacttgaactaaaatatttaaattacaaaatagatatgaaattacaaacaat
697

) IIIIIII 11 IIIIIIIIIIIIII IIIIIIIIIIIIIIIII IIIIIIIIII III
Sbjct: 16846691 aa aaatc
16846632
Query: 698 agaacaaaatatttaaatttgaaataatacaac-aaaaattttaaaatacaaacaatatg
756

) PEEErrnneeeenee e e veeeennr tenee e e e e e el
Sbjct: 16846631 agaacaaaatatttaaatttgaaacaatacaacaaaaaattttaaaatacaaacaatata

16846572

Query: 757 gcataaaattaatgttgttggcctgagcctaca 789
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Sbjct: 16846571

Score =
lIdentities =
Strand =

Query: 1554
1613

Sbjct: 34668527 a
34668468

Query: 1614
1669

Sbjct: 34668467
34668408

Query: 1670
1729

Sbjct: 34668407 ¢
34668348

Query: 1730
1789

Sbjct: 34668347 t
34668288

Query: 1790
1849

Sbjct: 34668287
34668228

Query: 1850

Sbjct: 34668227

Score =
ldentities =
Strand =

230 bits (116), Expect =
276/329 (83%), Gaps =
Plus / Minus

161 bits (81), Expect =
117/129 (90%)
Plus /7 Plus

e teeeennnnnee et teeeeenntl
acataaacttaatgttgttggcttgagcctaca 16846539

8e-58
4/329 (1%)

atacaacaatgaacaacacacatgacaactacaaatcattaaataatacaattacaatca

aataaaataaaaattg

aataatttggggaggggg----tcttcaaaacttgattcaaggttcattgtatcatcgag

agtaaattgggggtgggggatttcttcaaaactcgattcaaggttcattgtttcatcaag

gtattcacccaaaccctccaaattcaaagagcttgcagaaactggtggtggttgtgcata

IIIIIII IIIIIIIIIIIIIIIIIIIIIIIII III I (ARRRRANN IIIIIIII
ctggcaaagaatggtggtggatgtg

tgtttatgtgggtgtgtctacggtgataacataaaactcaaggcatgtgaagttgaagag

IIIII III IIIIIIIII I III III IIIII FEEEEEEEer  Hee
gtgtgtctgcggtggt actccaggcatgtgagcttggagat

tttcccaaatatagaaaacatagtaattatttcctcatcatcttgcagcatacatgccct

ttctatgaacatagaaaacataggcattatatcctcatcgtcgtgcaacatgcatgccct

gtactgaaaacaatcaccaacaaatgata 1878

e teeeeer eeeereeeeen
atactggccacaatcatcaacaaatgata 34668199

6e-37
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Query: 628 atatttaactgacaagttgacttgaactaaaatatttaaattacaaaatagatatgaaat

687
) PEEEEEenr  reeeeennr reeeeereeeeeeeneeeeenr reener teer 1l
Sbjct: 1824354 atatttaaccaacaagttgaattgaactaaaatatttaaattataaaataaatataaaat

1824413

Query: 688 tacaaacaatagaacaaaatatttaaatttgaaataatacaacaaaaattttaaaataca

747
IE L e e enr eeere ey eeeneeer vt |

Sbjct: 1824414 tataaacaatagaacaaaatatttaaatttaaaataatacaataaaaatttaaaaatata
1824473

Query: 748 aacaatatg 756

I
Sbjct: 1824474 aataatatg 1824482

Score = 149 bits (75), Expect = 2e-33
Identities = 155/180 (86%), Gaps = 5/180 (2%)
Strand = Plus / Minus

Query: 608 taattgaaattaaaaaatatatatttaactgacaagttgacttgaactaaaatatttaaa

667
) feeeeeeeeeeneeeeer  reeeeeee teeeee e teeeee et
Sbjct: 12243972 taattgaaattaaaaaa---atatttaaccaacaagttgaattgaactaaaatatttaaa

12243916

Query: 668 ttacaaaatagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataatac

727
) E e v reeeeeeneeeenr reeneeereneeeeer reet reel
Sbjct: 12243915 ttgtaaaatatatatataattacaaacaatataacaaaatatttaaatctgaagcaatac

12243856

Query: 728 aacaaaaattttaaaatacaaacaatatggcataaaattaatgttgttggcctgagccta

787
) e reeeeeneeeer reeeer teeeer veer reeeer r o neerernd
Sbjct: 12243855 aaaaaaaa--ttaaaatacaaagaatatgacataaatttaacattgttgacttgagccta

12243798

Score = 149 bits (75), Expect = 2e-33
Identities = 102/111 (91%)
Strand = Plus / Minus

Query: 639 acaagttgacttgaactaaaatatttaaattacaaaatagatatgaaattacaaacaata
698
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Sbjct: 46287509 acaagttaaattaaactaaaatatttaacttacaaaatagatataaaattacaaacaata
46287450

Query: 699 gaacaaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaa 749

) PEEEEEnner teeeerennee veeeeenne et or el
Sbjct: 46287449 gaacaaaatacttaaatttgaaacaatacaacaaaatttctaaaatacaaa 46287399

Score = 129 bits (65), Expect = 2e-27
Identities = 132/153 (86%), Gaps = 1/153 (0%)
Strand = Plus / Minus

Query: 639 acaagttgacttgaactaaaatatttaaattacaaaatagatatgaaattacaaacaata

698
) e reeeeeeeeeereerrrnneer reee v 0 peeeeennr reeerd
Sbjct: 23485961 acaagttgaattgaactaaaatatttaaattataaaacattt-tgaaattaccaacaata

23485903

Query: 699 gaacaaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggc

758
) e beereneeee e e e e eeeer ve reeerenner roreen |l
Sbjct: 23485902 gaataagatatttaaatttgaaataatacatcaaaattttcaaaatacaaagactatgac

23485843

Query: 759 ataaaattaatgttgttggcctgagcctacaca 791

) e b el reener e
Sbjct: 23485842 ataaatttaacattgttggtttgagccaacaca 23485810

Score = 125 bits (63), Expect = 3e-26
Identities = 295/369 (79%), Gaps = 5/369 (1%)
Strand = Plus / Minus

Query: 997 ttttcagcgtatacacaagatgtatgtagttcctatactcatggtgagcatgcttataaa

1056
) e reeeneer v e reennr F o reeee e rennner ter i
Sbjct: 12243569 ttttcaacttatacacatgatacatatagttcttgtactcatggtgagcatgtttacaag

12243510

Query: 1057 ca---acaacatgagaacaaaacatgtgcattttttgaaatttgtcacagtcacactacc

1113
I teeeeeeer eeeet teeeenen teeeen teeeeeeen 1 et 1
Sbjct: 12243509 cagcaacaacatgaaaacaaggcatgtgcaatttttggaatttgtcataatcacatcatt

12243450
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Query: 1114 tttcatctagcttgaccatgaaatttctcactagtt-gaatctctctctccagttaattg
1172

) IIIIIII III I III i IIIII II FE D Teeeel neeeer teeen
Sbjct: 12243449 ttt gtgag cagtgggtcgaatctgtctctcaggttaattg
12243391
Query: 1173 tctcctagactaagaattgtatgtcgcattaatcgaactcaagaacaatgtgagagtttg
1232

) IIIIII III IIIII III IIIIIIII IIII IIIIIIIIIIIIIIIIIII 1l
Sbjct: 12243390 tct ctgtgtgtc gagtgtttt
12243331
Query: 1233 cctttttctgtatgtctttcatagccttgtttaatacttttgtataaacttcaccaaatg
1292

) IIII LeE e o reeennr teee teeeneeeeet ot
Sbjct: 12243330 tctttctctatgtgtcttccatgactttgtttagtacttgtgtataaacttggtcaaatg
12243271
Query: 1293 taatcactcttgcgacttctctccccctttggttgaacaatgcattacacctagtatagg
1352

) L O O e R R RN RN NNNR RN I R
Sbjct: 12243270 taagcattgttgtgacatctttccttatttggttgaacaatgtgttacaacttatatatg

12243211

Query: 1353 ttgatttta 1361

I
Shjct: 12243210 ttgatttta 12243202

Score = 123 bits (62), Expect = le-25
Identities = 164/198 (82%)
Strand = Plus / Minus

Query: 1165 gttaattgtctcctagactaagaattgtatgtcgcattaatcgaactcaagaacaatgtg

1224
) L N e o O O R R NN AR NRRRNRNNRRRRNRRRNY
Sbjct: 46286961 gttaattgtctcctggattaagaatcatgttttgcattgattgaactcaagaacaatgtg

46286902

Query: 1225 agagtttgcctttttctgtatgtctttcatagccttgtttaatacttttgtataaacttc

1284
) teeeerreeeeer e v reeee tee reeeee e reeer reeeeeernn
Sbjct: 46286901 agagtttgcctttctctatgcatcttttataatcttgtttagtacttgtgtataaacttg

46286842

Query: 1285 accaaatgtaatcactcttgcgacttctctccccctttggttgaacaatgcattacacct

1344
PEEEE reeeer o e veeeeeeeeeer 0 eee tennenneeer e
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Sbjct: 46286841 gtcaaatataatcattgttgggacttctctccctttatagttaaacaatgcatcacacct
46286782

Query: 1345 agtataggttgattttac 1362

PEEEE e
Sbjct: 46286781 tgtataagttgattttac 46286764

Score = 113 bits (67), Expect = le-22
Identities = 75/81 (92%)
Strand = Plus / Plus

Query: 519 atattttatgttttatcattttttaagagttgaaatcctttgtatttttattttatttga

578

) PLeereeeeerennnr  reeeeenr reeeeerenneert peerreee e el
Sbjct: 1824262 atattttatgttttattgttttttaaaagttgaaatcctttctatttttattttatttga
1824321

Query: 579 ttattataatacataattaaa 599

P L
Sbjct: 1824322 ttatcaaaatacataattaaa 1824342

Score = 109 bits (b5), Expect = 2e-21
Identities = 137/164 (83%), Gaps = 4/164 (2%)
Strand = Plus / Minus

Query: 1582 ctacaaatcattaaataatacaattacaatcaaataatttggggaggggg--—--tcttca

1637
e ceeeenneeeenr ree reeeneer e rer i ot I
Sbjct: 35403694 ctacaagtcattaaataataaaataccaatcaaacaaattgagggggggggggttcttca

35403635

Query: 1638 aaacttgattcaaggttcattgtatcatcgaggtattcacccaaaccctccaaattcaaa

1697

) PEEEE Peneeeereneenenrr v eeeeeee e e eeneeeeer et 1l
Sbjct: 35403634 aaactcgattcaaggttcattgcttgatcgaggtattcatccaaaccctaaaaattgaaa
35403575

Query: 1698 gagcttgcagaaactggtggtggttgtgcatatgtttatgtggg 1741

e 0 rer reeeneeer beeeer reeenr Tt
Sbjct: 35403574 gagcttctataaattggtggtggatgtgcacatgtttgtgtggg 35403531

Score = 105 bits (63), Expect = 3e-20
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Identities = 111/129 (86%), Gaps = 1/129 (0%)
Strand = Plus / Minus
Query: 607 ttaattgaaatta-aaaaatatatatttaactgacaagttgacttgaactaaaatattta

665

) et e reeeneeeeer v e re v e v teeeneerenl
Sbjct: 42640655 ttaattgaaattttaaaaaaatatatttaaccaataatttaaattaaattaaaatattta

42640596

Query: 666 aattacaaaatagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataat

725
PEEEE PREeeeee e veeeer teeernnnee teeernneneer e ey i

Sbjct: 42640595 aattataaaatagatataaaattaaaaacaatagaataaaatatttaaaattaaaaaaat
42640536

Query: 726 acaacaaaa 734

ERRRRNY
Sbjct: 42640535 acaacaaaa 42640527

Score = 105 bits (53), Expect = 3e-20
Identities = 118/139 (84%), Gaps = 3/139 (2%)
Strand = Plus / Minus

Query: 1005 gtatacacaagatgtatgtagttcctatactcatggtgagcatgcttata---aacaaca

1061
) PEEEEEEEr reeeeeeenneer eeeeeeneereeeereneerer v r el
Sbjct: 46287122 gtatacacatgatgtatgtagtttctatactcatggtgagcatgcttacaagtagcaaca

46287063

Query: 1062 acatgagaacaaaacatgtgcattttttgaaatttgtcacagtcacactacctttcatct

1121
) PEEEE o ot teeer veeer e renr vee reer et
Sbjct: 46287062 acatgcgagcaaggcatgtgcactttttagaatttatcatagtcgcaccacctctcatct

46287003

Query: 1122 agcttgaccatgaaatttc 1140

el et
Sbjct: 46287002 agcttgactgtgaaatttc 46286984

Score = 99.6 bits (60), Expect = 2e-18
Identities = 130/156 (83%), Gaps = 3/156 (1%)
Strand = Plus / Minus
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Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt

860
) PEEEeeeeee  teeeeeeeneer oe v reeeeeee teeeeeeeeen 1t o
Sbjct: 16846506 atgcgacacataaaacatcattttgattgatctgattcttagatatccatttcagtgtat

16846447

Query: 861 atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt

920
) e reeeeeneeeennnr reeeeeeeneerr nee v e v et
Sbjct: 16846446 atatgagag---acatgacaacctttaaaatttcttttcatctttagactgagacaaatt

16846390

Query: 921 cttggcttgtgacatggtgaccaacatgcttcattg 956

) PEEEEEE Peeeer o0 veee teeenr il
Sbjct: 16846389 cttggctcgtgacacgataaccaatatgctttattg 16846354

Score = 95.6 bits (48), Expect = 3e-17
Identities = 129/156 (82%)
Strand = Plus / Minus

Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt

860
L Leeer eeeeeetr  reeeener e v e el
Sbjct: 23485778 atgcaacacacggaacattgttttggttgacctacttctcggatatccattttggtgtgg

23485719

Query: 861 atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt

920
) CEEEERRReeer e reeeeer e reeneeeeennr v reeel teeeeetd
Sbjct: 23485718 atacgagaggaggcaggacaacccttggaatttcttttcttgtctgggtcagggcaaatc

23485659

Query: 921 cttggcttgtgacatggtgaccaacatgcttcattg 956

P e eeet 0re et
Sbjct: 23485658 attgactcgtgacacggtggctaatacgcttcattg 23485623

Score = 93.7 bits (47), Expect = le-16
Identities = 74/83 (89%)
Strand = Plus / Minus

Query: 1420 ccccatcgcecagcecaccatcccatgcgagagtccacttttcttgtggaatcttcctaage

1479
) PEEerenner e 0 eer reenneeeer tereneerrennee e reerel
Sbjct: 36391493 ccccatcgccgaccaccattctatgtgagagtccacatttcttgtggaatctccctaagce

36391434
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Query: 1480 taattaattgttagttcagcttg 1502

NNRRRRNUEERRRNRRRNNY
Sbjct: 36391433 caattaattgctagttcagcttg 36391411

Score = 87.7 bits (44), Expect = 7e-15
Identities = 139/170 (81%), Gaps = 3/170 (1%)
Strand = Plus / Minus

Query: 954 ttgcacaatttcccaagtaatcatttgtacatgttatagatacttttcagcgtatacaca

1013

) CEEEeeener v eeeeeenneer veeer ree e o teeeetl
Sbjct: 46657155 ttgcacaattctccaaccaatcatttgtatatgttggagacactttctaacatatacacg
46657096

Query: 1014 agatgtatgtagttcctatactcatggtgagcatgcttataaaca---acaacatgagaa

1070

) PEeereeneeee 0 reer tee reeeneeerenr e ne o teeerenneenl
Sbjct: 46657095 ggatgtatgtagtttttgtactaatgatgagcatgcttacaagcagcaacaacatgagaa
46657036

Query: 1071 caaaacatgtgcattttttgaaatttgtcacagtcacactacctttcatc 1120

PeE teeeeeeer e teeeeee e eeet ettt
Sbjct: 46657035 caagacatgtgcaacttatgaaatttgtcatagtctcaccacctttcatc 46656986

Score = 85.7 bits (43), Expect = 3e-14
Identities = 76/87 (87%)
Strand = Plus / Minus

Query: 703 aaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggcataa

762

) PRERRREeee e eenee el 1l FRERERED PRRREnnetnd
Sbjct: 35410534 aaaatatttaaatttaaaataatacaacaaaattttgctaatacaaataatatggcatat
35410475

Query: 763 aattaatgttgttggcctgagcctaca 789

) LD EEeeeeeeeer teeettti
Sbjct: 35410474 attcaatgttgttggtttgagcctaca 35410448

Score = 83.8 bits (42), Expect = l1le-13
Identities = 87/102 (85%)
Strand = Plus / Minus
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Query: 798 ggaatgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtg

857

LR ceeeeeeeeeennr v 0 e eee te e rereeerernnere
Sbjct: 46287330 ggaatgtgacacatggaacattgttttggctgatctgcttattagatatccattttggtg
46287271

Query: 858 tgtatacgagaggagacatgacaacctttagaatttcttttc 899

) ARRRRRNNRRRRNNR T 1
Sbjct: 46287270 tgtatacgagaggagattgaacgacctttagaatttattttc 46287229

Score = 81.8 bits (41), Expect = 5e-13
Identities = 113/137 (82%)
Strand = Plus / Minus

Query: 1204 atcgaactcaagaacaatgtgagagtttgcctttttctgtatgtctttcatagccttgtt

1263

) PEEerreeeerennr veeeer veeeeeneer 0ot reeeer et
Sbjct: 35410010 atcgaactcaagaacgttgtgagtgtttgcctttctaagtgcgtctttgatggccttgtt
35409951

Query: 1264 taatacttttgtataaacttcaccaaatgtaatcactcttgcgacttctctcccecctttg

1323

) e et ree ree ne re rorer reere e eer el
Sbjct: 35409950 tagtacttccatataaacttggccagatgcaagcaattttgggacttctctccctectttt
35409891

Query: 1324 gttgaacaatgcattac 1340

NURRRRNNRRRNNNRY
Sbjct: 35409890 gttgaacaatgcattac 35409874

Score = 77.8 bits (39), Expect = 7e-12
Identities = 105/127 (82%), Gaps = 10/127 (7%)
Strand = Plus / Minus

Query: 439 ttaattgtctatatttgtgttctgtttaaattgaaaacaatattatttttcatatgttgt

498
) PEEEEE 0 reeeeer reer beeeeerrn e et veeerne et teenenenl
Sbjct: 12244422 ttaattatttatatttatgttttgtttaaattgaaaataatattattttttatatgttgt

12244363

Query: 499 taattcttaatttcttatgcatattttatgttttatcatttttt-aagagttgaaatcct

557
I HE e teeeneeeer reeenner eeeeer veeeeee e
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Sbjct: 12244362 ta-—---—-———- tttttttgcatattttttgttttattgttttttgaagagttgaaatcct
12244312

Query: 558 ttgtatt 564

i

Sbjct: 12244311 ttatatt 12244305

Score = 75.8 bits (38), Expect = 3e-11

Identities = 44/46 (95%)

Strand = Plus / Plus
Query: 554 tcctttgtatttttattttatttgattattataatacataattaaa 599

) PEEEEEREE e e e e e e e teeneeer et

Sbjct: 14618863 tcctttgtatttttattttatttgattattaaaatacatatttaaa 14618908
Score = 69.9 bits (35), Expect = 2e-09

Identities = 91/109 (83%), Gaps = 37109 (2%)

Strand = Plus / Minus
Query: 1032 tactcatggtgagcatgcttataaaca---acaacatgagaacaaaacatgtgcattttt

1088

) PEeereeeeeeeeeeeeennr e oe o veeeennee e ve v eeeee rortl
Sbjct: 23485571 tactcatggtgagcatgcttacaagcagcaacaacatgagaataagatatgtgtaatttc
23485512

Query: 1089 tgaaatttgtcacagtcacactacctttcatctagcttgaccatgaaat 1137

) I teeer reenneeeennr reeeeeeer teet eee vl
Sbjct: 23485511 ttgaatttttcacagtcacaccacctttcatttagcctgatcatgaaat 23485463

Score = 67.9 bits (34), Expect = 7e-09
Identities = 1607202 (79%)
Strand = Plus / Plus

Query: 1678 ccaaaccctccaaattcaaagagcttgcagaaactggtggtggttgtgcatatgtttatg

1737
) PR teeer reeeeeeer oe vee veet reer beeeer reenen i
Sbjct: 19454053 ccaaaccctcaaaattgaaagagcttacaaaaattggtagtgggtgtgcacatgtttgtg

19454112

Query: 1738 tgggtgtgtctacggtgataacataaaactcaaggcatgtgaagttgaagagtttcccaa

1797
P neer teeer v vee reeer reeeeeeeer nee tn I
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Sbjct: 19454113 tgggcaggtctgcggtggtaatatacaactccaggcatgtgagcttggagatgtctgtga
19454172

Query: 1798 atatagaaaacatagtaattatttcctcatcatcttgcagcatacatgccctgtactgaa

1857
) FoeE teeeeennnr veer reeeeeneeer reer v reer o e
Sbjct: 19454173 acataaaaaacatagtcattagatcctcatcatcgtgcaacatgcatgttgtgtacttgc

19454232

Query: 1858 aacaatcaccaacaaatgatac 1879

) ANRRRRRNRRRRRRRRR Y
Sbjct: 19454233 cacaatcaccaacaaatgatac 19454254

Score = 67.9 bits (34), Expect = 7e-09

Identities = 124/154 (80%)

Strand = Plus / Minus
Query: 1169 attgtctcctagactaagaattgtatgtcgcattaatcgaactcaagaacaatgtgagag
1228

Sbjct: 23485433 attgtctccaagactaagaatcctgtgtcgcgtcgatcgaactcaagaacagtgtgagtg
23485374

Query: 1229 tttgcctttttctgtatgtctttcatagccttgtttaatacttttgtataaacttcacca

1288
) e b reeer e e reeeeer roreenr reeeeeeeenr o
Sbjct: 23485373 tttgcttttctctgtgcatcttcgatgaccttgttcagtacttgtgtataaacttgctca

23485314

Query: 1289 aatgtaatcactcttgcgacttctctcccccttt 1322

AN AR R AR RRRNRRR R NN NN
Sbjct: 23485313 aatgcagacattgttgcgacttctctccctcttt 23485280

Score = 67.9 bits (34), Expect = 7e-09
Identities = 64/74 (86%)
Strand = Plus / Plus

Query: 717 tgaaataatacaacaaaaattttaaaatacaaacaatatggcataaaattaatgttgttg

776
) P teeerennneer eeeeener veeer vee re veeeer reer reeel
Sbjct: 24206446 tgaaacaatacaacaaaatttttaaaacacaaagaatgtgacataaatttaacattgttg

24206505

Query: 777 gcctgagcctacac 790
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AR RRRRNRRRNY
Sbjct: 24206506 gcttgagcctacac 24206519

Score = 65.9 bits (33), Expect = 3e-08
Identities = 39741 (95%)
Strand = Plus / Minus

Query: 544 agagttgaaatcctttgtatttttattttatttgattatta 584

) PEEEEERee e eenne e veeeeener teeeetd
Sbjct: 12244020 agagttgaaatcctttgtattttaattttattttattatta 12243980

Score = 63.9 bits (32), Expect = le-07
Identities = 47/52 (90%)
Strand = Plus / Minus

Query: 436 ttattaattgtctatatttgtgttctgtttaaattgaaaacaatattatttt 487

) e e e v reeeeeeeeeeennr veeeeeee
Sbjct: 16846873 ttattaattgtatatatttatgatttgtttaaattgaaaataatattatttt 16846822

Score = 63.9 bits (32), Expect = l1le-07
Identities = 101/120 (84%), Gaps = 8/120 (6%)
Strand = Plus / Plus

Query: 446 tctatatttgtgttctgtttaaattgaaaacaatattatttttcatatgttgttaattct

505
) PEEEEennr teer o eeeeer e reeenneeeer reeneerel |
Sbjct: 24205931 tctatatttatgttttatttaaactaaaaataatattattttgtatatgttgttg----t

24205986

Query: 506 taatttcttatgcatattttatgttttatcatttttt-aagagttgaaatcctttgtatt

564

) PEEEer e neeneener Forenerne e e e e e e e el
Sbjct: 24205987 taatttttt--gcatatttt-tattttatcattttttgaagagttgaaatcctttgtatt
24206043

Score = 63.9 bits (32), Expect = le-07
Identities = 83/100 (83%)
Strand = Plus / Minus
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Query: 800 aatgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtg

859

) PEEEReeeeeeer et teeeeee teeeeeeee teeeeeeeeen 1 i
Sbjct: 35410415 aatgcgacacatgaaacatagttttggttgacctgattctcagatatccatttcggtatg
35410356

Query: 860 tatacgagaggagacatgacaacctttagaatttcttttc 899

e e reer reeeeer v v
Sbjct: 35410355 gatatgaatggtgacaggacaaccgttagtacttcttttc 35410316

Score = 61.9 bits (31), Expect = 4e-07
Identities = 58/67 (86%)
Strand = Plus / Plus

Query: 1171 tgtctcctagactaagaattgtatgtcgcattaatcgaactcaagaacaatgtgagagtt

1230
) e e e e veer vee teeeeeerreeeeeenr reeeer 1
Sbjct: 19434430 tgtctcttggaccaagaatcgtgtgtcacatcaatcgaactcaagaacagtgtgagtgtt

19434489

Query: 1231 tgccttt 1237

LRRR
Sbjct: 19434490 tgccttt 19434496

Score = 60.0 bits (30), Expect
Identities = 57/65 (87%), Gaps
Strand = Plus / Minus

2e-06
2/65 (3%)

Query: 1435 ccatcccatgcgagagtccactttt--cttgtggaatcttcctaagctaattaattgtta

1492

) PEEE reeeeeeenner eeeeeer ee veeeeeeer veeeeerneneteien
Sbjct: 35139855 ccattccatgcgagagttcacttttttctcgtggaatctgactaagctaattaattgttt
35139796

Query: 1493 gttca 1497

T
Sbjct: 35139795 gttca 35139791

Score = 60.0 bits (30), Expect = 2e-06
Identities = 51/58 (87%)
Strand = Plus / Minus
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Query: 1432 ccaccatcccatgcgagagtccacttttcttgtggaatcttcctaagctaattaattg

1489
) PEEEEEREeee e et v et ettt
Sbjct: 35409763 ccaccatcccatgcgagagtccatttttcttgcgaaatctcgctgagccaattaattg

35409706

Score = 58.0 bits (29), Expect = 7e-06
Identities = 50/57 (87%)
Strand = Plus / Minus

Query: 519 atattttatgttttatcattttttaagagttgaaatcctttgtatttttattttatt 575
PEeeeeeeeeeer  reeeeeeeeeeeer  teeeeeeeeeeeee ettt

Sbjct: 22576077 atattttatgtttattcattttttaagagggaaaatcctttgtatttccattttatt
22576021

Score = 58.0 bits (29), Expect = 7e-06

Identities = 47/53 (88%)

Strand = Plus / Plus
Query: 544 agagttgaaatcctttgtatttttattttatttgattattataatacataatt 596

) PEEEEEeneer teeeeenneer veeeeener oe veer et teeetd
Sbjct: 24206361 agagttgaaattctttgtattttcattttattttataattaaaatatataatt

24206413

Score = 58.0 bits (29), Expect
Identities = 42/45 (93%), Gaps
Strand = Plus / Plus

7e-06
1745 (2%)

Query: 516 tgcatattttatgttttatcatttttt-aagagttgaaatccttt 559

) PEEEEEnner teeeeeer veeener e eenn e
Sbjct: 34854705 tgcatattttttgttttattattttttgaagagttgaaatccttt 34854749

Score = 58.0 bits (29), Expect = 7e-06
Identities = 44/49 (89%)
Strand = Plus / Plus

Query: 160 agagttttttttatccaaataataaaaaaaaattaattatttacccaaa 208

) FEEERRRRRRneeer teeeeee v 0 teeeeeeel teettttd
Sbjct: 42640300 agagttttttttatctaaataatacaaatatattaattatatacccaaa 42640348
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Score = 54.0 bits (27), Expect = le-04
Identities = 30/31 (96%)
Strand = Plus / Plus

Query: 1431 gccaccatcccatgcgagagtccacttttct 1461

PEEereeeeerenneeeennr teeeernl
Sbjct: 19439283 gccaccatcccatgcgagagttcacttttct 19439313

le-04
2/50 (4%)

Score = 54.0 bits (27), Expect
Identities = 45/50 (90%), Gaps
Strand = Plus / Minus

Query: 237 ttttttccttagttaagaaacaccgatttcttaattacatttttttatac 286

) FEEEEE e reeeeeerner teeee el
Sbjct: 36392688 tttttttcttagttaagaaat--cgatttcttaactacatttttttatac 36392641

Score = 54.0 bits (27), Expect = le-04
Identities = 51/59 (86%)
Strand = Plus / Minus

Query: 1431 gccaccatcccatgcgagagtccacttttcttgtggaatcttcctaagctaattaattg

1489
) PEEEERneeerennner v veeeeeer v v veeer beeeer teerneend
Sbjct: 46286678 gccaccatcccatgcgaaagtctacttttctcgcgaaatctccctaagtcaattaattg

46286620

Score = 52.0 bits (26), Expect = 4e-04
Identities = 29/30 (96%)
Strand = Plus / Minus

Query: 703 aaaatatttaaatttgaaataatacaacaa 732

PELEERRREE e beereennetl
Sbjct: 46657432 aaaatatttaaatttgaattaatacaacaa 46657403

Score = 50.1 bits (25), Expect = 0.002
Identities = 178/229 (77%)
Strand = Plus / Plus
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Query: 822 tttggtttacctgattcttggatatccattttggtgtgtatacgagaggagacatgacaa

881
) PEEEeer etk teeeeeeeee e oe e reeeeeer 1 |
Sbjct: 19434080 tttggttgacctagttcttagatatccattttggtatggatatgagaggagttaagatga

19434139

Query: 882 cctttagaatttcttttcatttttgggttggggcaaattcttggcttgtgacatggtgac
941

) IIIIIII | IIIIIIII III Eoeer e oo reeeer neeer e |l
Sbjct: 19434140 cctttagta ttttctaggttaggggagatcattggctcatgacacggtggc
19434199
Query: 942 caacatgcttcattgcacaatttcccaagtaatcatttgtacatgttatagatacttttc
1001

) tE e e v v e reeer e vr e e teeen o
Sbjct: 19434200 taataggtttcattgcataattctctaaataatcctttgcatacgttggagacactttcc

19434259

Query: 1002 agcgtatacacaagatgtatgtagttcctatactcatggtgagcatgct 1050

I treeneer oeeeenneeeenr 0 reeeeenr teeeeeretl
Sbjct: 19434260 aatgtatacacgaaatgtatgtagtttttgtactcatgatgagcatgct 19434308

Score = 50.1 bits (25), Expect = 0.002
Identities = 34/37 (91%)
Strand = Plus / Minus

Query: 548 ttgaaatcctttgtatttttattttatttgattatta 584

) PEEEEEEEEeee ey o e teennennnd
Sbjct: 46287570 ttgaaatcctttgtattttcatattacttgattatta 46287534

Score = 48.1 bits (24), Expect = 0.006
Identities = 36740 (90%)
Strand = Plus / Plus

Query: 1377 agattttgtgttttcttgagtaccaaattaattaactcag 1416

) P e reeneeeer reeeenne eyt
Sbjct: 24249922 agatttcgtattttcttgactaccaaattaattgactcag 24249961

Score = 48.1 bits (24), Expect = 0.006
Identities = 24/24 (100%)
Strand = Plus / Minus
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Query: 1032 tactcatggtgagcatgcttataa 1055
) RRRRRRRRRRRRRRRRRRNNNY
Sbjct: 35140284 tactcatggtgagcatgcttataa 35140261
Score = 48.1 bits (24), Expect = 0.006
Identities = 33/36 (91%)
Strand = Plus / Plus
Query: 554 tcctttgtatttttattttatttgattattataata 589
) PR L teeennee e e e rer et
Sbjct: 46122526 tcctttatattttcattttatttgattattaaaata 46122561
Score = 46.1 bits (23), Expect = 0.025
Identities = 38/43 (88%)
Strand = Plus / Plus
Query: 166 ttttttatccaaataataaaaaaaaattaattatttacccaaa 208
) PEEEEEE PReeeene e teeeeeeeeen 1 i
Sbjct: 16842816 ttttttactcaaataataaaaataaattaattatgtatccaaa 16842858
Score = 46.1 bits (23), Expect = 0.025
Identities = 95/119 (79%)
Strand = Plus / Minus
Query: 1165 gttaattgtctcctagactaagaattgtatgtcgcattaatcgaactcaagaacaatgtg

1224

) P o eeeeennr e veel veeeeeer  reener 1
Sbjct: 35140144 gttaattgtctcctacacttagaattgtgcatcacattgatcgaacttgagaacatcgtg
35140085

Query: 1225 agagtttgcctttttctgtatgtctttcatagccttgtttaatacttttgtataaactt

1283
PEEEEr e ek e v eee vt e e teeererenn

Sbjct: 35140084 agagttggcatttctttgtgtgtcttccatggcctcatttggtatttatgtataaactt
35140026

Score = 46.1 bits (23), Expect = 0.025
Identities = 23/23 (100%)
Strand = Plus / Minus
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Query: 613 gaaattaaaaaatatatatttaa 635

) RRRRNUNRRRRRRRRANNNNY
Sbjct: 36455160 gaaattaaaaaatatatatttaa 36455138

Score = 46.1 bits (23), Expect = 0.025
Identities = 26/27 (96%)
Strand = Plus / Plus

Query: 1520 acaaatatttttattataaaacaaaca 1546

PEEEEEREE R e
Sbjct: 38361979 acaaatatttttattataaaaccaaca 38362005

Score = 44.1 bits (22), Expect = 0.098
Identities = 22/22 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatatttaa 635

) RRRRRNNNRRRRRRRRA RN
Sbjct: 8219879 aaattaaaaaatatatatttaa 8219900

Score = 44.1 bits (22), Expect = 0.098
Identities = 22/22 (100%)
Strand = Plus / Minus

Query: 665 aaattacaaaatagatatgaaa 686

) NNRRRRRNRRRRRNRRRNNY
Sbjct: 14192956 aaattacaaaatagatatgaaa 14192935

Score = 44.1 bits (22), Expect = 0.098
Identities = 25/26 (96%)
Strand = Plus / Plus

Query: 492 atgttgttaattcttaatttcttatg 517

) N RRR RN RNRRRR RN
Sbjct: 18313462 atgtttttaattcttaatttcttatg 18313487

Score = 44.1 bits (22), Expect = 0.098
Identities = 25/26 (96%)



Strand = Plus /7 Minus

Query: 516 tgcatattttatgttttatcattttt 541

PRt
Sbjct: 34854914 tgcatattttttgttttatcattttt 34854889

Score = 44.1 bits (22), Expect = 0.098
Identities = 28/30 (93%)
Strand = Plus / Plus

Query: 382 aattgcttttttttttgttttgttttaaaa 411

PEEEERRREE e teer teeeeetd
Sbjct: 38066797 aattgcttttttttttttttttttttaaaa 38066826

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Minus

Query: 1520 acaaatatttttattataaaa 1540

ANRRRRRNRRRRNRRRR NN
Sbjct: 4741564 acaaatatttttattataaaa 4741544

Score = 42.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Minus

Query: 561 tatttttattttatttgattattat 585

) PEEEEEREEEer teeeeneertl
Sbjct: 6744287 tatttttattttctttgattattat 6744263

Score = 42.1 bits (21), Expect = 0.39
Identities = 42/49 (85%)
Strand = Plus / Minus
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Query: 1441 catgcgagagtccacttttcttgtggaatcttcctaagctaattaattg 1489

PEEEE Pt o0 veeeeeeeen oe ettt
Sbjct: 12243103 catgcaagagtccacttgtttcgtggaatcttactgagccaattaattg 12243055
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Score = 42.1 bits (21), Expect = 0.39
Identities = 33/37 (89%)
Strand = Plus / Minus

Query: 166 ttttttatccaaataataaaaaaaaattaattattta 202

) PEEEEERREeeer eeet e veer teeeertnl
Sbjct: 14176661 ttttttatccaaaaaatataaataaataaattattta 14176625

Score = 42_.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 387 cttttttttttgttttgtett 407

) RRRRRNNNNRRRRRRRRNN
Shjct: 14800048 cttttttttttgttttgtttt 14800068

Score = 42_.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatattta 634

ANRRRRRNRRRRNRRRRNNY
Sbjct: 16192432 aaattaaaaaatatatattta 16192452

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Minus

Query: 612 tgaaattaaaaaatatatatt 632

) NRNNNRRRRRRRRRRNNNRN
Sbjct: 16564049 tgaaattaaaaaatatatatt 16564029

Score = 42_.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 390 ttttttttgttttgttttaaa 410

ANRRRRRNRRRRRRRRRNNY
Sbjct: 20971004 ttttttttgttttgttttaaa 20971024



Score = 42_.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 176 aaataataaaaaaaaattaat 196

) RRRRRNNNRRRRRRRRRY
Sbjct: 22138093 aaataataaaaaaaaattaat 22138113

Score = 42.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Plus

Query: 563 tttttattttatttgattattataa 587
ARRRRRRRRRRRNRRERRNNNNNY

Sbjct: 22340338 tttttattttattttattattataa 22340362

Score = 42_.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatattta 634

) RRRRRNNRRRRRRRRRRY
Sbjct: 23822898 aaattaaaaaatatatattta 23822918

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 390 ttttttttgttttgttttaaa 410

AURRRRRNRRRRNRRRR NN
Sbjct: 24918493 ttttttttgttttgttttaaa 24918513

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Plus
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Query: 176 aaataataaaaaaaaattaat 196

) RRRRRNNNRRRRRRRRRY
Sbjct: 33772710 aaataataaaaaaaaattaat 33772730

Score = 42_.1 bits (21), Expect = 0.39
Identities = 30/33 (90%)
Strand = Plus 7/ Plus

Query: 176 aaataataaaaaaaaattaattatttacccaaa 208

) PR e beee beeennnerennnd
Sbjct: 35394171 aaataatacaaataaatttattatttacccaaa 35394203

Score = 42.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Minus

Query: 611 ttgaaattaaaaaatatatatttaa 635

) RRRRNNNRRRRRRRRRRA NN
Sbjct: 39261098 ttgaaattaaaaaatatataattaa 39261074

Score = 42.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Plus

Query: 552 aatcctttgtatttttattttattt 576

) PEEErennr teeeeeernneritl
Sbjct: 41467172 aatcctttgaatttttattttattt 41467196

Score = 42.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Minus

Query: 1319 ctttggttgaacaatgcattacacc 1343

) RN RN NNRRRRRRRRRRRNNNNY
Sbjct: 46656790 cttttgttgaacaatgcattacacc 46656766

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)



Strand = Plus 7/ Plus

Query: 166 ttttttatccaaataataaa 185

AERRRRRNRRRRRNRRRNY
Sbjct: 1248280 ttttttatccaaataataaa 1248299

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 703 aaaatatttaaatttgaaat 722

AURRRRRNRRRRNNRRRR]
Sbjct: 2501369 aaaatatttaaatttgaaat 2501350

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 388 ttttttttttgttttgtttt 407

ERRRNNNNRRRRRRRay
Shjct: 2559138 ttttttttttgttttgtttt 2559119

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatattt 633

AURRRRRNRRRRRNRRRNY
Sbjct: 2671156 aaattaaaaaatatatattt 2671175

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 421 tttttattttttttgttatt 440

ERRRNNNNNRRRRRRRNY
Shjct: 5952454 tttttattttttttgttatt 5952473
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Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 153 gaaaatgagagtttttttta 172

) AARRRRRNRRRNNNRRRNY
Sbjct: 6135714 gaaaatgagagtttttttta 6135733

Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)

Strand = Plus / Plus
Query: 521 attttatgttttatcattttttaa 544

) PEEEREEEEEEeer teeeerned
Sbjct: 7125198 attttatgttttataattttttaa 7125221

Score = 40.1 bits (20), Expect = 1.5
Identities = 26/28 (92%)
Strand = Plus / Minus

Query: 165 tttttttatccaaataataaaaaaaaat 192
FEEEEEEED TR TRt

Sbjct: 7377534 tttttttattcaaaaaataaaaaaaaat 7377507

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 388 ttttttttttgttttgtttt 407

) ERRRNNNNRRRRRRRRN
Shjct: 12046806 ttttttttttgttttgtttt 12046825

Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Plus

Query: 182 taaaaaaaaattaattatttaccc 205

PELEEEREEr PRt
Sbjct: 16305750 taaaaaaaaagtaattatttaccc 16305773
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Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Plus

Query: 408 aaaattgtttgtatttttattttt 431

) NRRRRRUNNRN AR
Sbjct: 17007053 aaaattgtttttatttttattttt 17007076

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 176 aaataataaaaaaaaattaa 195

AURRRRRNRRRRRNRRRNY
Sbjct: 23178510 aaataataaaaaaaaattaa 23178529

Score = 40.1 bits (20), Expect = 1.5

Identities = 41/48 (85%)

Strand = Plus / Plus
Query: 805 gacacatggaacatcattttggtttacctgattcttggatatccattt 852

) PEEEEEnE eeeeeer reeeee 0 e reel P
Sbjct: 24206556 gacacatgcaacatcactttggttgatctagttctcggatatccattt 24206603

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 877 gacaacctttagaatttctt 896

) AURRRRRNRRRRRNRRRNY
Sbjct: 35140438 gacaacctttagaatttctt 35140419

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus



Query: 183 aaaaaaaaattaattattta 202

) RRRRRNNNNRRRRRRRNN
Sbjct: 35293826 aaaaaaaaattaattattta 35293807

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 182 taaaaaaaaattaattattt 201

AURRRRRNRRRRRNRRRNY
Sbjct: 36242406 taaaaaaaaattaattattt 36242387

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 614 aaattaaaaaatatatattt 633

) RRRRRNNRRRRRRRRANN
Sbjct: 38740076 aaattaaaaaatatatattt 38740057

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 614 aaattaaaaaatatatattt 633

AERRRRRNRRRRRNRRRNY
Sbjct: 38887038 aaattaaaaaatatatattt 38887019

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 176 aaataataaaaaaaaattaa 195

) RRRRNNNRRRRRRRRY
Sbjct: 40407322 aaataataaaaaaaaattaa 40407303

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
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Strand = Plus 7/ Plus

Query: 734 aattttaaaatacaaacaat 753

AURRRRRNRRRRRNRRRNY
Sbjct: 43912031 aattttaaaatacaaacaat 43912050

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 198 atttacccaaaaaattattt 217

ANRRRRRNRRRRRNRRRNY
Sbjct: 45078228 atttacccaaaaaattattt 45078247

Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Minus

Query: 179 taataaaaaaaaattaattattta 202

AERRRRRNRRRRNNRRR I ER]
Sbjct: 45987011 taataaaaaaaaattaattcttta 45986988

Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Minus

Query: 607 ttaattgaaattaaaaaatatata 630

PELEEEEE TRRRRRErennnetl
Sbjct: 46099264 ttaattgatattaaaaaatatata 46099241

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 388 ttttttttttgttttgtttt 407

ERRRRNNNRRRRRRRRNY
Shjct: 46855038 ttttttttttgttttgtttt 46855057
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Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 558 ttgtatttttattttattt 576

RNy
Shjct: 802114 ttgtatttttattttattt 802096

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1522 aaatatttttattataaaa 1540

NRRRRNNRRRNNRRANY
Sbjct: 1706766 aaatatttttattataaaa 1706748

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 179 taataaaaaaaaattaatt 197

ARRRRRNRRRRNRRRNY
Sbjct: 2284090 taataaaaaaaaattaatt 2284072

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus 7/ Plus

Query: 520 tattttatgttttatcatttttt 542

) FEEEEEREEREeeer 1t
Shjct: 3041200 tattttatgttttattatttttt 3041222

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

ANRRRRNNRRRNNRRRNY
Sbjct: 3078052 aaatatttttattataaaa 3078070
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Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 417 tgtatttttatttttttty 435

) ARRNRRRRRRRRRNNNNY
Shjct: 3783701 tgtatttttattttttttg 3783683

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 578 attattataatacataatt 596

ANRRRRNNRRRRNRRRNY
Sbjct: 4182450 attattataatacataatt 4182468

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1527 tttttattataaaacaaac 1545

) NRRRRNNNNRRRRRRRNY
Sbjct: 4826635 tttttattataaaacaaac 4826653

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 1594 aaataatacaattacaatcaaat 1616

Sbjct: 4913345 aaataatacaattacaaacaaat 4913367

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus
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Query: 179 taataaaaaaaaattaatt 197

) ARRRRRNNNRRRRRRRY
Sbjct: 6474911 taataaaaaaaaattaatt 6474929

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 380 ttaattgcttttttetttgtttt 402

] FEEEEEE PRREEEEErnnnn
Shjct: 7084450 ttaattgtttttttttttgtttt 7084472

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 564 ttttattttatttgattattata 586

) RRRRNNNRNRRR RN
Sbjct: 8141828 ttttattttatttgaatattata 8141850

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 391 tttttttgttttgttttaa 409

ERNRRRRRRR RN
Shjct: 8444329 tttttttgttttgttttaa 8444311

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 329 ttttttttttcaaaaccaa 347

) NRRRRNNNNRRRRRRRNY
Sbjct: 8792976 ttttttttttcaaaaccaa 8792958

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
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Strand = Plus 7/ Plus

Query: 420 atttttattttttttgtta 438

NRRRARNNNNRRRRRNNY
Shjct: 9593848 atttttattttttttgtta 9593866

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 679 atatgaaattacaaacaat 697

ANRRRRNNRRRRNRRRRY
Sbjct: 9763407 atatgaaattacaaacaat 9763389

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 179 taataaaaaaaaattaattattt 201

FEEEERRREEer Leeeennetd
Sbjct: 10014943 taataaaaaaaatttaattattt 10014965

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1522 aaatatttttattataaaa 1540

ANRRRRNNRRRNNRRRN]
Sbjct: 11847152 aaatatttttattataaaa 11847134

Score = 38.2 bits (19), Expect = 6.1
Identities = 28/31 (90%)
Strand = Plus / Plus

Query: 288 tttagaaattggtttccttggaaccgatttc 318

PEEE e teeneer teeeeennnnt
Sbjct: 12244540 tttaaaaattagtttcctaggaaccgatttc 12244570
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Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 379 cttaattgcttttttttttgttt 401

PEEEEEEE TRRRERREEnin
Shjct: 12600508 cttaattgtttttttttttgttt 12600530

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 388 ttetttttttgtettgttt 406

) ERRRRRNARRRNRAA]
Sbjct: 12963035 ttttttttttgttttgttt 12963017

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1397 taccaaattaattaactca 1415

ARRRRNNRRRRNRRRNY
Sbjct: 14230393 taccaaattaattaactca 14230375

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 417 tgtatttttattttttttg 435

) (RN NRARARRRRARARY
Shjct: 14514350 tgtatttttattttttttg 14514368

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1522 aaatatttttattataaaa 1540

ANRRRRNNRRRRNRRRNY
Sbjct: 16045598 aaatatttttattataaaa 16045580



Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

) NRRRRNNNNRRRRRRRNY
Sbjct: 16065196 aaatatttttattataaaa 16065214

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 418 gtatttttattttttttgttatt 440
PEEEEEEE TRRRREEEEnnn

Sbjct: 16776135 gtattttttttttttttgttatt 16776113

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 413 tgtttgtatttttattttt 431

] RRRRRRRRRRRRA
Shjct: 16908809 tgtttgtatttttattttt 16908791

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 122 aaaaagaaaaaagaaatgc 140

ANRRRRRNRRRRNRRRNY
Sbjct: 17075180 aaaaagaaaaaagaaatgc 17075162

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus
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Query: 565 tttattttatttgattattataa 587

) FEEEEEREEEe Peernennn
Sbjct: 17425063 tttattttattttattattataa 17425085

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1522 aaatatttttattataaaa 1540

ANRRRRNNRRRNNRRRNY
Sbjct: 17490093 aaatatttttattataaaa 17490075

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 611 ttgaaattaaaaaatatat 629

) NRRRRNNNNRRRRRRRNY
Sbjct: 18626906 ttgaaattaaaaaatatat 18626888

Score = 38.2 bits (19), Expect = 6.1
Identities = 25/27 (92%)
Strand = Plus / Plus

Query: 328 attttttttttcaaaaccaagttaaga 354

PEEEERREEEreneer et
Sbjct: 18987066 attttttttttcaaaatcaggttaaga 18987092

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1582 ctacaaatcattaaataat 1600

) RRRRRRRRRRRRNNNNY
Sbjct: 19453989 ctacaaatcattaaataat 19454007

Score = 38.2 bits (19), Expect = 6.1
Identities = 25/27 (92%)
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Strand = Plus /7 Minus

Query: 461 tgtttaaattgaaaacaatattatttt 487

FEEEERRREErnner teeeet
Sbjct: 19813981 tgtttaaattgaaaaaaatattgtttt 19813955

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 269 aattacatttttttatacattta 291

LD DRt
Sbjct: 20706389 aattatatttttttatacattta 20706367

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1522 aaatatttttattataaaa 1540

ANRRRRNNRRRRNRRRNY
Sbjct: 21374307 aaatatttttattataaaa 21374289

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

ANRRRRNNRRRNNRRRN]
Sbjct: 21776556 aaatatttttattataaaa 21776574

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 380 ttaattgcttttetetttgtttt 402

RRRRRNNNNRRRRR AN
Shjct: 23471223 ttaattgcttttttttttttttt 23471201
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Score = 38.2 bits (19), Expect = 6.1
Identities = 37/43 (86%)
Strand = Plus / Plus

Query: 1419 tccccatcgcecagccaccatcccatgcgagagtccacttttect 1461

) e o e e reeeeeeennr teeeerl
Sbjct: 24249981 tccccatcgtcggccattatctcatgcgagagttcacttttct 24250023

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 388 ttetttttttgtettgttt 406

) ERRRRRNARRRNRAA]
Sbjct: 30519532 ttttttttttgttttgttt 30519550

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1554 atacaacaatgaacaacac 1572

ANRRRRRNRRRRNRRRNY
Sbjct: 36153687 atacaacaatgaacaacac 36153705

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 177 aataataaaaaaaaattaattat 199

PEEERERREEer Lereennetl
Sbjct: 37057898 aataataaaaaacaattaattat 37057876

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 325 ttcattttttttttcaaaa 343

ANRRRRNNRRRRNRRRNY
Sbjct: 37903069 ttcattttttttttcaaaa 37903087
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Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 315 tttcaaaatgttcattttttttt 337

) RRRARURNRRRRR AN
Sbjct: 37942368 tttcaacatgttcattttttttt 37942390

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 275 atttttttatacatttaga 293

ANRRRRNNRRRRNRRRNY
Sbjct: 38172533 atttttttatacatttaga 38172551

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

) NRRRRNNNNRRRRRRRNY
Sbjct: 38587038 aaatatttttattataaaa 38587056

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 389 tttttttttgttttgtttt 407

NURNRRRRRRRR RNl
Shjct: 39240255 tttttttttgttttgtttt 39240273

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus
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Query: 186 aaaaaattaattatttacccaaa 208

) NRRRRNNNRNRRRRRRA NN
Sbjct: 40071346 aaaaaattaattatttacacaaa 40071324

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 419 tatttttattttttttgtt 437

. ARRNRRRRRNNR
Shjct: 40151042 tatttttattttttttgtt 40151024

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 712 aaatttgaaataatacaac 730

) NRRRRRNNNRRRR RN
Sbjct: 40583708 aaatttgaaataatacaac 40583726

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 419 tatttttattttttttgttatta 441

) FEEEEEREEr PRt
Sbjct: 41127814 tatttttattgtttttgttatta 41127836

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 389 tttttttttgttttgtttt 407

) RRRRRRRRRRRaRy
Shjct: 41525770 tttttttttgttttgtttt 41525752

Score = 38.2 bits (19), Expect = 6.1
Identities = 28/31 (90%)
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Strand = Plus 7/ Plus

Query: 388 ttttttttttgttttgttttaaaattgtttg 418

PEEEERReeeeenr o e 1
Sbjct: 41563656 ttttttttttgtttgggtttaaaattatttg 41563686

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 708 atttaaatttgaaataata 726

ANRRRRNNRRRRNRRRN]
Sbjct: 41799562 atttaaatttgaaataata 41799544

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 389 tttttttttgttttgtett 407

ERRRRRNRRRRNRAAN]
Shjct: 42216913 tttttttttgttttgtttt 42216931

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1522 aaatatttttattataaaa 1540

ANRRRRNNRRRNNRRRN]
Sbjct: 42463739 aaatatttttattataaaa 42463721

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 319 aaaatgttcattttttttt 337

NRNNNRRRRRRRRNNNRR
Sbjct: 43134591 aaaatgttcattttttttt 43134573



Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 414 gtttgtatttttatttttt 432

) NRRRRRRRRRRRNNNNNY
Sbjct: 43777754 gtttgtatttttatttttt 43777736

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 566 ttattttatttgattattataat 588

Sbjct: 44181605 ttattttattttattattataat 44181627

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 325 ttcattttttttttcaaaa 343

ARRRRNNRRRRNRRRN]
Sbjct: 44256721 ttcattttttttttcaaaa 44256703

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 608 taattgaaattaaaaaatatata 630
LD DREEERnne et

Sbjct: 44957235 taatttaaattaaaaaatatata 44957213

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 121 gaaaaagaaaaaagaaatg 139

NRRRRRNRRRRNRRAN]Y
Sbjct: 45738798 gaaaaagaaaaaagaaatg 45738816
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Score = 38.2 bits (19), Expect = 6.1
Identities = 25/27 (92%)
Strand = Plus / Minus

Query: 516 tgcatattttatgttttatcatttttt 542

) RRRRNNNNRNRRRRRRNNNA RN}
Sbjct: 46287775 tgcatattttttgttttatcatgtttt 46287749

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 424 ttattttttttgttattaa 442

ANRRRRNNRRRRNRRRNY
Sbjct: 46335584 ttattttttttgttattaa 46335566

Score = 38.2 bits (19), Expect = 6.1
Identities = 25/27 (92%)
Strand = Plus / Minus

Query: 1257 ccttgtttaatacttttgtataaactt 1283

) PR e teernneneenetd
Sbjct: 46656852 ccttgtttagtaattttgtataaactt 46656826

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 389 tttttttttgttttgtttt 407

NURNRRRRRRRR RNl
Shjct: 46795643 tttttttttgttttgtttt 46795625

Score = 38.2 bits (19), Expect = 6.1
Identities = 25/27 (92%)
Strand = Plus / Plus
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Query: 277 ttttttatacatttagaaattggtttc 303

) FEEEEE FReeel ternnnneenn
Sbjct: 46842793 ttttttttacattgagaaattggtttc 46842819

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 388 ttttttttttgttttgttttaaa 410

L DRt
Sbjct: 46855043 tttttgttttgttttgttttaaa 46855065

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 679 atatgaaattacaaacaat 697

) RRRRRNNNRRRRRRRNY
Sbjct: 46937870 atatgaaattacaaacaat 46937852

>gb]CM000844.1] Glycine max chromosome 11, whole genome shotgun sequence
Length = 39172790

Score = 387 bits (195), Expect = e-105
Identities = 519/624 (83%), Gaps = 11/624 (1%)
Strand = Plus / Plus

Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt

860
) PEEEEE beeeeeeeeer eeeeeeeer oe 0 reer reeeer teer reeend
Sbjct: 18406474 atgcgatacatggaacattattttggttgactcggttctcagatatctatttcggtgtgt

18406533

Query: 861 atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt

920
PEeereeneeeer v e reeeneeeenneeeenne e voeeer ner v
Sbjct: 18406534 atacgagaggagaaaggatgacctttagaatttcttttcttctttgagtcgaggcagatt

18406593

Query: 921 cttggcttgtgacatggtgaccaacatgcttcattgcacaatttcccaagtaatcatttg

980
) e e te e e reer veeeer rer reeer 1t
Sbjct: 18406594 tttggctcatggcacggtgaccaatacgctttgctgcaaaatttcacaaataatcctttg

18406653



Query: 981
1036

Sbjct: 18406654
18406713

Query: 1037
1093

Sbjct: 18406714 atgg

18406773

Query: 1094
1153

Sbjct: 18406774
18406833

Query: 1154
1213

Sbjct: 18406834
18406891

Query: 1214
1273
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tacatgttatagatacttttcagcgtatacacaagatgtatgtag----ttcctatactc

BE Tt e teeer oe veeenner ot (IERANRR]
tatatgttggagacactttccaacgtatacataggatgtatgtatatattttctatacaa

atggtgagcatgcttataa---acaacaacatgagaacaaaacatgtgcattttttgaaa

gcatgcttacaagtaacaacaacatgagaacaagacatgtgcactttttggaa

tttgtcacagtcacactacctttcatctagcttgaccatgaaatttctcactagttgaat

tttgagatagtcacaccacctttcatctagcctgaccatgaaatttctagcaagtcgaac

ctctctctccagttaattgtctcctagactaagaattgtatgtcgcattaatcgaactca

ctctctcag--gttaattgtctcctagaccaagaatcatgtgtcaaattgaccaaactca

agaacaatgtgagagtttgcctttttctgtatgtctttcatagccttgtttaatactttt

Sbjct: 18406892 agaacaatgtgagagtttacctttctctgtgtgtcttccatagtcttgcttagtacttgt

18406951

Query: 1274
1333

Sbjct: 18406952 gtataaa

18407011

Query: 1334
1391

Sbjct: 18407012 g
18407071

Query: 1392

Sbjct: 18407072 t

gtataaacttcaccaaatgtaatcactcttgcgacttctctccccctttggttgaacaat

gcattacacctagtataggttgattttacca--acacacattgccagattttgtgttttc

IIIIIIIIIII (NNARRRRRR RNy AR NN
ccttgtataggttgattttaccagtgtactcattggtagattttgtgttttc

agtaccaaattaattaactca 1415

IIIIIIIIIIIIIIIIII i
gagtaccaaattaattgactca 18407095



Score =
Strand =
Query: 436

495

Sbjct: 32828939 t
32828998

Query: 496

554

Sbjct: 32828999
32829054

Query: 555

614

Sbjct: 32829055 t
32829114

Query: 615

674

Sbjct: 32829115 a
32829171

Query: 675
734

Dow AgroSciences LLC
Study ID: 102117
Page 208

287 bits (145), Expect =
Identities = 307/356 (86%), Gaps =
Plus / Plus

4e-75
10/356 (2%)

ttattaattgtctatatttgtgttctgtttaaattgaaaacaatattatttttcatatgt

IIIIIIIII L HHenn
aattttttatatttatg

| it
tttatgttttctttaa
tgttaattcttaatttcttat-gcatattttatgttttatcattttttaagagttgaaat

tgtt-—--cttaatttttttttgcatattttatattttatcatttttgaagagttgaaaa

cctttgtatttttattttatttgattattataatacataattaaacaacaacttaattga

IIIIIIIIIIIIIIIIIIIIIIIIIIIII IIII I I III IIIIII (N
tatttttattttatttgattattaaaatatagaattaatcaataacttagtgga

aattaaaaaatatatatttaactgacaagttgacttgaactaaaatatttaaattacaaa

atatatatatttaacaaacaagtagaattgaactaaaa---ttaaattacaca

atagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataatacaacaaaa

L e reeennnnnr tee tenene e e e e e e e e e e e e e e ey e 1l
gaacaaaatatttaaatttgaaataatagaac-aaa

Sbjct: 32829172 atacatataaaattacaaataatt

32829230

Query: 735

Sbjct: 32829231
32829285

Score =
lIdentities =
Strand =

Query: 1554
1613

242 bits (122), Expect =
276/326 (84%), Gaps =
Plus /7 Plus

attttaaaatacaaacaatatggcataaaattaatgttgttggcctgagcctacac 790
PEERREEEr reeeeeneenr e veer veer ree teeeenern

attttaaaa-acaaacaatattacataaacttaacgttgctggtttgagcctacac

2e-61
1/326 (0%)

atacaacaatgaacaacacacatgacaactacaaatcattaaataatacaattacaatca



Sbjct: 15370569
15370628

Query: 1614
1673

Sbjct: 15370629
15370687

Query: 1674
1733

Sbjct: 15370688 tcatc

15370747

Query: 1734
1793

Sbjct: 15370748
15370807

Query: 1794
1853

Sbjct: 15370808
15370867

Query: 1854

Shjct: 15370868

Score =
Strand =
Query: 801

860

Sbjct: 31947551
31947610

Query: 861

920

Sbjct: 31947611
31947670

Dow AgroSciences LLC
Study ID: 102117
Page 209

238 bits (120), Expect =
Identities = 498/620 (80%), Gaps =
Plus / Plus

atacaacaatgaaaaacacacatgatgactacaaatcattaagtagtaaaataaaaatca

aataatttggggagggggtcttcaaaacttgattcaaggttcattgtatcatcgaggtat

e e e teeeee e e e e e e e e e e e e e et ttttd
aataatttcggg-ggttttcttcaaaacttgattcaaggttcatttttttattgaggtat

tcacccaaaccctccaaattcaaagagcttgcagaaactggtggtggttgtgcatatgtt

11 IIIIIIIIIIIIIIIIIIIIIIIIIIIII IE e 0 reeeel e
gagcttgcaaaatatggtggtagatgtgcacatgtt

tatgtgggtgtgtctacggtgataacataaaactcaaggcatgtgaagttgaagagtttc

tgtgtgagtgtctctacagtgataatatataactcaaggcatgtgagattgaagagtttc

ccaaatatagaaaacatagtaattatttcctcatcatcttgcagcatacatgccctgtac

ttgaacatacaaaacatagtcattacgtcctcatcatcatacaatatgcatgccttgtac

tgaaaacaatcaccaacaaatgatac 1879

tagtcacaatcaccaacaaatgatac 15370893

3e-60
8/620 (1%)

atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt

PEERRRERRE e e teeeeen o LEeE e ekl Lt
atgcgacacatggaacatcactttggttttctcagttctcaggtatacatttcagtgtgt

atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt

e e ereee r ne e eeeeeeneerennrr o reeer teeetrtl
atatgaaaagagataaaacgacccttagaatttcttttcttctctgggtcatggcaaatt
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Query: 921 cttggcttgtgacatggtgaccaacatgcttcattgcacaatttcccaagtaatcatttg
980

) e e reeeeer e oe o reeeneeeer et et Hetl
Sbjct: 31947671 attggctcatgacatgatgaccaatatgttttgttgcacaattctccaaacaatcctttg
31947730
Query: 981 tacatgttatagatacttttcagcgtatacacaagatgtatgtagttcctatactcatgg
1040

) et ettt oe reeeee e e e e e e e e ettt o
Sbjct: 31947731 tatacattggagacactttccaacgtatacacaagatgtatgtaatttctgtactcatcg
31947790
Query: 1041 tgagcatgcttataa---acaacaacatgagaacaaaacatgtgcattttttgaaatttg
1097

) L oe e veeeeennnr oe reeennr v reereeneere
Sbjct: 31947791 tgagcatgcttacaagtaacaataacatgagaataagacatgtgtaatttttgaaatttg
31947850
Query: 1098 tcacagtcacactacctttcatctagcttgaccatgaaatttctcactagttgaatctct
1157

) i IIIIIIII LEEEEer e e teer teeeeett | e i
Sbjct: 31947851 tcatagtcacaccacctttcctccaacccgaccctgaaatttttagtgggtcgaacctct
31947910
Query: 1158 ctctccagttaattgtctcctagactaagaattgtatgtcgcattaatcgaactcaagaa
1217

) e e e e reeeeeer e reeeennr teeneerenneenl
Sbjct: 31947911 ctctca--ttaattttc-cctaaactaagaaccgtgtgtcgcatcgatcgaactcaagat
31947967
Query: 1218 caatgtgagagtttgcctttttctgtatgtctttcatagccttgtttaatacttttgtat
1277

) P e reer Foeer reener reeeereneee e teeer el
Sbjct: 31947968 caatataagagtttgtctttctttgtgtgtcttccat ttgtttagtacttgtgtat
31948027
Query: 1278 aaacttcaccaaatgtaatcactcttgcgacttctctccccctttggttgaacaatgcat
1337

) e e e e e e reeer reeeer reeerrnner reeerel
Sbjct: 31948028 aaacttggtcaaatgcatttattgttgtgacttttctccctctttggttgagcaatgcat
31948087
Query: 1338 tacacctagtataggttgattttaccaac--acacattgccagattttgtgttttcttga
1395

Sbjct: 31948088
31948147

e reeeeeeeenneeer re v e veee ve vt reerneerenl
tacaccttctataggttgattttatcatcggacatattggcaaatttcatgttttcttga
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Query: 1396

Sbjct: 31948148

gtaccaaattaattaactca 1415

FEEEE PREEEEEn 1
gtaccgaattaattgactca 31948167

Score = 220 bits (111), Expect = 8e-55
Identities = 276/329 (83%), Gaps = 4/329 (1%)
Strand = Plus / Plus
Query: 1549 cagtgatacaacaatgaacaacacacatgacaactacaaatcattaaataatacaattac
1608
) IIII IIIIIIIIII IIIIIIIII IIIII IIIIIIIIIIIIIIIIIIIII 11
Sbjct: 18410522 cag acgac aaataataaaatagt
18410581
Query: 1609 aatcaaataatttgggg--agggggtcttcaaaacttgattcaaggttcattgtatcatc
1666
) IIIIIIIIIIIIIII Leer e veeeeer reeeeeereneeeer et
Sbjct: 18410582 aatcaaataaattgggtgaagggtttctgcaaaactcaattcaaggttcattgcttcatc
18410641
Query: 1667 gaggtattcacccaaaccctccaaattcaaagagcttgcagaaactggtggtggttgtgc
1726
) E 0 Peeer teeeerennr reeeeeerneeeeenr reeer reeeer e 1i
Sbjct: 18410642 gatgcattcatccaaaccctctaaattcaaagagcttgtagaaattggtggcagtgatga
18410701
Query: 1727 atatgtttatgtgggtgtgtctacggtgataacataaaactcaaggcatgtgaagttgaa
1786
) e e e oe reeeennr ter reeenneeeeennereer e o
Sbjct: 18410702 acatgtttgtgtaggtgtgcctgtggtgataagatataactcaaggcatgtgaggtt--a
18410759
Query: 1787 gagtttcccaaatatagaaaacatagtaattatttcctcatcatcttgcagcatacatgc
1846
) IIIII (. IIIIIIIIIIIIIII PEEREEE FEEE Feennner vee e 1t
Sbjct: 18410760 gagttgctcgaa catattaattatgtccttatcatctttcagtatgtatgc
18410819
Query: 1847 cctgtactgaaaacaatcaccaacaaatg 1875

Sbjct: 18410820

Score =

Strand =

210 bits (106), Expect =
Identities = 271/325 (83%), Gaps =
Plus / Plus

cctgtactaaaaacaatcactaacaaatg 18410848

7e-52
7/325 (2%)
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Query: 1554 atacaacaatgaacaacacacatgacaactacaaatcattaaataatacaattacaatca
1613

) IIIIIIIIIIIIIIIIII LEEE e beere e e e ettt
Sbjct: 20681149 a acaatgaacaacatgtatgatgactagaaatcattaaataataaaataacaatca
20681208
Query: 1614 aataatttggggagggggtcttcaaaacttgattcaaggttcattgtatcatcgaggtat
1673

) L 0Tt EEreeeeee e reeeeeeeneeer et reeetl
Sbjct: 20681209 aataaattaggggatttttgttcaaaactcgagtcaaggttcattgcttcattgaggtat
20681268
Query: 1674 tcacccaaaccctccaaattcaaagagcttgcagaaactggtggtggttgtgcatatgtt
1733

) P reeereneeeeenneeer eeet 0o roreeneneee e el
Sbjct: 20681269 tcatcaaaaccctccaaattc tcgtag ttggtggtggttgt tgtt
20681328
Query: 1734 tatgtgggtgtgtctacggtgataacataaaactcaaggcatgtgaagttgaagagtttc
1793

) 0 e e tee v teeeeer teneeeer teel hl
Sbjct: 20681329 tgtattggtgtgtctatagtggtaagatataactcaaagcatgtgaggttggagag----
20681384
Query: 1794 Ccaaatatagaaaacatagtaattatttcctcatcatcttgcagcatacatgccctgtac
1853

) PEEEEEnneer ceeeeenne e eeeer peeennee e e veer ter 1
Sbjct: 20681385 --aaatatagaaagcatagtaattatgtcctcttcatcttgcagtatgcatg-cctatac
20681441
Query: 1854 ccaacaaatgata 1878

Shjct: 20681442 t

Score =
lIdentities =
Strand =

Query: 1020
1075

Sbjct: 15060977
15060918

186 bits (94), Expect =
265/319 (83%), Gaps =
Plus /7 Minus

IIIIIIIIIIIIIIIIIIIIIIIII
tcaccaacaaatgata 20681466

le-44
6/319 (1%)

atgtagttcctatactcatggtgagcatgctt----ataaacaacaacatgagaacaaaa

Peereerrnereeereneenr reeeel (O RN RNRRRRRR AN
atgtagttcctatactcatggggagcattttttacaagcagcaacaacatgagaacaagg
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Query: 1076 catgtgcattttttgaaatttgtcacagtcacactacctttcatctagcttgaccatgaa

1135
) PEEeeee  teeet teeee Peeeeeneneee teeeeeeetr 0 r ettt
Sbjct: 15060917 catgtgcaccttttggaatttgccacagtcacaccacctttcatccaacctgaccatgaa

15060858

Query: 1136 atttctcactagttgaatctctctctccagttaattgtctcctagactaagaattgtatg

1195
) L O R R RN N RN R RN RNRRRRNNRRR NN
Sbjct: 15060857 atttc-caataggtagaac-ctctctcaggttaattgtctcctagactaagaatcatatg

15060800

Query: 1196 tcgcattaatcgaactcaagaacaatgtgagagtttgectttttctgtatgtctttcata

1255
) O N T O O N
Sbjct: 15060799 ttacatcgatcaaactcaagaacaatgtgagagtttgtctatctctgtgcgtattttgta

15060740

Query: 1256 gccttgtttaatacttttgtataaacttcaccaaatgtaatcactcttgcgacttctctc
1315

) PEEEEeeerr teeer reeeeeennnr v e reeeenner Forr tennreenrl
Sbjct: 15060739 gccttgtttagtacttgtgtataaacttgatc tgtaatcattgtt ttctcta
15060680
Query: 1316 cccctttggttgaacaatg 1334

ARNURRRRRRRRRNNNRR
Sbjct: 15060679 cctctttggttgaacaatg 15060661

Score = 184 bits (93), Expect = 4e-44
Identities = 162/184 (88%), Gaps = 2/184 (1%)
Strand = Plus / Plus

Query: 608 taattgaaattaaaaaat--atatatttaactgacaagttgacttgaactaaaatattta

665
) e v reeeeeenr teeeeerer reerneerernnere
Sbjct: 18406257 taattgaaattaaaaaaagaagatatttaaccaacaagttgaattgaactaaaatattta

18406316

Query: 666 aattacaaaatagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataat

725
PEEEE P e eeeeneee e veee veeee e e it

Sbjct: 18406317 aattagaaaatagatataaaattacaaaaaataaaacaaaatatttaaaatttaaataat
18406376

Query: 726 acaacaaaaattttaaaatacaaacaatatggcataaaattaatgttgttggcctgagcc

785
FErrreee e errneeer eeeeer veeeer reer ve te e vt
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Sbjct: 18406377 ataacaaaaattttaaaatacaaagaatatgacataaacttaacattttttgcttgagcc
18406436

Query: 786 taca 789

11
Shjct: 18406437 taca 18406440

Score = 182 bits (92), Expect = 2e-43
Identities = 140/156 (89%)
Strand = Plus / Minus

Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt
860

I |
Sbjct: 15061319 atgcgacacatggaacatcattttggttgacgtgattctcggatgtccattttgatatg
15061260

Query: 861 atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt
920

) PR PR teenn e e e e e e e e e e e veeeeet teeenn i
Sbjct: 15061259 atacaagaggagacaagacaacctttagaatttcttttcatctttgggtcggggcagatt
15061200

Query: 921 cttggcttgtgacatggtgaccaacatgcttcattg 956

e reeer tee eeet beerennnenl
Sbjct: 15061199 cttggctcatgacacggtgtccaatatgcttcattg 15061164

Score = 182 bits (92), Expect = 2e-43
Identities = 162/184 (88%), Gaps = 1/184 (0%)
Strand = Plus / Plus

Query: 608 taattgaaattaa-aaaatatatatttaactgacaagttgacttgaactaaaatatttaa

666
) FEEEErrenener eeer eeeeeee e reeee e veeee el
Sbjct: 20610941 taattgaaattaagaaaagatatatttaacaaacaagttgaattgaactaaaatatttaa

20611000

Query: 667 attacaaaatagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataata

726
et e reennee e peeee e e e e e e e e e e e e e ey et

Sbjct: 20611001 attgtaaaaaagatataaaattacaaataatagaacaaaatatttaaatttgaaacaata
20611060
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Query: 727 caacaaaaattttaaaatacaaacaatatggcataaaattaatgttgttggcctgagect

786
) e teeeeeee e eeeeet eeeeet vttt et i
Sbjct: 20611061 caacaatttttttaaaatacaaagaatatgacataaacttaacagtgttggcttgaccct

20611120

Query: 787 acac 790

11
Sbjct: 20611121 acac 20611124

Score = 174 bits (88), Expect = 4e-41
Identities = 161/184 (87%), Gaps = 1/184 (0%)
Strand = Plus / Plus

Query: 608 taattgaaattaa-aaaatatatatttaactgacaagttgacttgaactaaaatatttaa
666

) IIIIIIIIIIIII LeEE reeeennr e reeeennnr teeer el
Sbjct: 20598301 taa gaaaagatatatttcacaaacaagttgaattgaactaaaatatttaa
20598360
Query: 667 attacaaaatagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataata
726

Sbjct: 20598361 attgtaaaaaagatataaaattacaaataatagaacaaaatatttaaatttgaaacaata
20598420

Query: 727 caacaaaaattttaaaatacaaacaatatggcataaaattaatgttgttggcctgagect

786
) e reeeeeeeenneer veeeer reeeer reer reneeer et
Sbjct: 20598421 caacaatttttttaaaatacaaagaatatgacataaacttaacagtgttggcttgaccct

20598480

Query: 787 acac 790

11
Sbjct: 20598481 acac 20598484

Score = 155 bits (78), Expect = 4e-35
Identities = 184/218 (84%), Gaps = 1/218 (0%)
Strand = Plus / Plus

Query: 1662 tcatcgaggtattcacccaaaccctccaaattcaaagagcttgcagaaactggtggtggt

1721
) PEEEE T et teeennnneeer teeeenenr teeet beeeeerrnl
Sbjct: 26160021 tcatcaaggtattcgtccaaatcctccaaattctaagagcttgtagaaattggtggtggt

26160080
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Query: 1722 tgtgcatatgtttatgtgggtgtgtctacggtga-taacataaaactcaaggcatgtgaa

1780

e e Foreeeenr 1 LEEE DREEEer teeeeer teeeet
Sbjct: 26160081 tgtgcacatgtctgtgtgggtgcgtccttagtgagtaacatataactcaaaacatgtgag
26160140

Query: 1781 gttgaagagtttcccaaatatagaaaacatagtaattatttcctcatcatcttgcagcat

1840
) P beeereneeeeeneeeenner v veeer veer reeeeeeer 1
Sbjct: 26160141 gttggggagtttcccaaatatagaaaaaatagttattatgtccttatcatcttgtagtat

26160200

Query: 1841 acatgccctgtactgaaaacaatcaccaacaaatgata 1878

) e o reeeeer veeeer e reeeretl
Sbjct: 26160201 acatgtcccatactgaacacaatccccaataaatgata 26160238

Score = 155 bits (78), Expect = 4e-35
Identities = 150/174 (86%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatatttaactgacaagttgacttgaactaaaatatttaaattacaa

673
PRt b reeenr ek eeeeernnr teeeeer e ey o

Sbjct: 31947342 aaataaaaaaaaacatattttactaacaagttgaattgaactaaaatatttaaatcataa
31947401

Query: 674 aatagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataatacaacaaa

733
PEEE T eeeeeeenr o reeeeerenn e teerernener teeeennn i

Sbjct: 31947402 aatatatataaaattacaaaaagtagaacaaaatatctaaatttgaaacaatacaacgaa
31947461

Query: 734 aattttaaaatacaaacaatatggcataaaattaatgttgttggcctgagccta 787

) PEREEr teeeer v beeer e eeer reneeeeer 1ttt
Sbjct: 31947462 aattttataatacacaagatatgacataaatttaacgttgttggcttaagccta
31947515

Score = 149 bits (75), Expect = 2e-33
Identities = 209/252 (82%), Gaps = 5/252 (1%)
Strand = Plus / Plus

Query: 995 acttttcagcgtatacacaagatgtatgtagttcctatactcatggtgagcatgcttata
1054
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) e reeennnnnr reeeennnneee e 0 reeee e e e e ey
Sbjct: 15366966 acttttcaacgtatacacatgatgtatgtagttcatgtactcatggt tgcttat
15367025
Query: 1055 -—-aacaacaacatgagaacaaaacatgtgcattttttgaaatttgtcacagtcacacta
1111

Sbjct: 15367026 agcagcaacaacatgagaacaagacatatacaatttttagaattttccacagtcacacca
15367085

Query: 1112 cctttcatctagcttgaccatgaaatttctcactagttgaatctctctctccagttaatt

1171
) et e reeeneeeer v vt e ner o
Sbjct: 15367086 cctttcatccagcccgaccttgaaatttctagcgggttgaa--tctttecttgggtttatt

15367143

Query: 1172 gtctcctagactaagaattgtatgtcgcattaatcgaactcaagaacaatgtgagagttt
1231

) IIIIIII III IIIII P reeeneer reeeeeeeeeerneneener e i
Sbjct: 15367144 gtc caagaactatgtgtcgcatcgatcgaactcaagaacaatgtaagcattt
15367203
Query: 1232 gcctttttctgt 1243

FELEED TLTET
Sbjct: 15367204 gcctttctctgt 15367215

Score = 147 bits (74), Expect = 9e-33
Identities = 278/344 (80%), Gaps = 4/344 (1%)
Strand = Plus / Plus

Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt
860

) IIIIIIIIIII III (NNRRRRRRRN NN LEEeer reeeennneer e
Sbjct: 20598516 at aatatcattttggttgatgcaattcttatatatccattttagtgagt
20598575
Query: 861 atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt
920

) PEEE eeeeeeer 0o reeeeeeeeeeereernnr v reeer neer i
Sbjct: 20598576 atacaagaggagataggatgacctttagaatttcttttcttctctgggtcagggctgatc

20598635

Query: 921 cttggcttgtgacatggtgaccaacatgcttcattgcacaatttcccaagtaatcatttg

980
) PEEEEEE et eeeeeneeeer 0 reeeeet reenr reenr reeer 1
Sbjct: 20598636 cttggctcgtgatatggtgaccaatacacttcattatgcaattccccaaataatcctctg

20598695
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Query: 981 tacatgttatagatacttttcagcgtatacacaagatgtatgtagttcctatactcatgg

1040
) E e ter e oe roreeenner reeeeeer reet reerneerel
Sbjct: 20598696 tatatgttggagacactttccaacatatacacatgatgtatgcagttggtatactcatgg

20598755

Query: 1041 tgagcatgctt---ataaacaacaacatgagaacaaaacatgtgcattttttgaaatttg

1097
) e 0t reeenneer veeeeer reer peeernnerer e
Sbjct: 20598756 tgagcatgcttacgagtagcaacaacataagaacaagacatatgcattttttggaatatg

20598815

Query: 1098 tcacagtcaca-ctacctttcatctagcttgaccatgaaatttc 1140

) Erreeer toeeereneerernnr tee vt
Sbjct: 20598816 ccataatcacacccacctttcatctagcctgatcgtgaaatttc 20598859

Score = 139 bits (70), Expect = 2e-30
Identities = 1137126 (89%), Gaps = 1/126 (0%)
Strand = Plus / Minus

Query: 665 aaattacaaaatagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataa

724
PEEREREeee ey veeeer eeeeeeeenee et eenen et enneeen i

Sbjct: 15061477 aaattacaaaatagatataaaattataaacaatagaacaaaatatttaaatttgaaacaa
15061418

Query: 725 tacaacaaa-aattttaaaatacaaacaatatggcataaaattaatgttgttggcctgag

783
) e e reeeeneeer reeeer veer rer e 1t
Sbjct: 15061417 tacaacaaatttttttaaaataaaaacaatatgacataaacttaacgttattggtttgag

15061358

Query: 784 cctaca 789

I
Shjct: 15061357 cctaca 15061352

Score = 127 bits (64), Expect = 8e-27
Identities = 205/252 (81%)
Strand = Plus / Plus

Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt

860
PR e ternnnneeeen | FEEEEE PReneeeeeer v i
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Sbjct: 20611156 atgcgacacatagaatatcattttggttgatgcaattcttatatatccattttagtgagt
20611215

Query: 861 atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt

920
) PEEE et oo reeeenneeeeereennnr vt neer 1
Sbjct: 20611216 atacaagaggagataggatgacctttagaatttcttttcttctctgggtcagggctgatc

20611275

Query: 921 cttggcttgtgacatggtgaccaacatgcttcattgcacaatttcccaagtaatcatttg
980

) IIIIIII IIII IIIIIIIIIII L teeeeer e reeer e 1 H
Sbjct: 20611276 ct tatggtgaccaatacacttcattatgcaattccccaaataatcctctg
20611335
Query: 981 tacatgttatagatacttttcagcgtatacacaagatgtatgtagttcctatactcatgg
1040

Sbjct: 20611336 tatatgttggagacactttccaacatatacacgtgatgtatgcagttgctatactcatgg
20611395

Query: 1041 tgagcatgctta 1052

AURRRRRNARY
Sbjct: 20611396 tgagcatgctta 20611407

Score = 111 bits (66), Expect = 5e-22
Identities = 129/152 (84%), Gaps = 1/152 (0%)
Strand = Plus / Plus

Query: 639 acaagttgacttgaactaaaatatttaaattacaaaatagatatgaaattacaaacaata

698
) PR eeeeeer veeeeeee e v et 0 0 reeeeer et o
Sbjct: 24393255 acaagttgaattgaactgaaatatttaaaataaaaaatattt-taaaattaccaacaaca

24393313

Query: 699 gaacaaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggc

758
PEEEE Teeeeeeee e eeeeeeernrnner e teereeeer teeeen |

Sbjct: 24393314 taacaagatatttaaatttgaaacaatacaacaaaaaattttaaatacaaagaatatgac
24393373

Query: 759 ataaaattaatgttgttggcctgagcctacac 790

e et 1t
Sbjct: 24393374 ataaattcaacattgttgacttgagcctacac 24393405
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Score = 111 bits (66), Expect = 5e-22
Identities = 133/158 (84%), Gaps = 8/158 (5%)
Strand = Plus / Plus
Query: 426 attttttttgttattaattgtctatatttgtgttctgtttaaattgaaaacaatattatt

485

) PEEEEEE reeenneeernnr reeeeet ve v e 0 v e teeeerel
Sbjct: 31947172 attttttgtgttattaattgtatatatttatgatttgtttaaactaataataatattatt
31947231

Query: 486 tttcatatgttgttaattcttaatttcttatgcatattttatgttttatcatttttt-aa
544

) I teeeeeeen i i e e n
Sbjct: 31947232 ttgcacatgttgttatttttt—--—-—- tttgcatattttatgttttatcatttattgaa
31947284
Query: 545 gagttgaaatcctttgtatttttattttatttgattat 582

) PEEErenneer teeeeennnr teeeereeneeriml
Sbjct: 31947285 gagttgaaatcatttgtattttcattttatttgattat 31947322

Score = 111 bits (56), Expect = 5e-22
Identities = 149/180 (82%)
Strand = Plus / Plus

Query: 805 gacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgtatac

864
) PEEEEERE beeer reenneee o e veeeee teernennneeer teeeennd
Sbjct: 32829318 gacacatgaaacattattttggttgatctaattcttgaatatccattttgatgtgtatac

32829377

Query: 865 gagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaattcttg

924
) e veeer e reeneer veeereneeeeer reeener rer teeel i
Sbjct: 32829378 gagagaagacaaaacgacctttaaaatttcttttcatctttgggtagggtcaaatatttt

32829437

Query: 925 gcttgtgacatggtgaccaacatgcttcattgcacaatttcccaagtaatcatttgtaca

984
) e o e ee et 0 eeeen eeeet ek teee 1ottt
Sbjct: 32829438 acttgtgatacgatggccaatacgcttcgttgcataattctccaaattatcatttgtaca

32829497

Score = 85.7 bits (43), Expect = 3e-14
Identities = 133/163 (81%)
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Strand = Plus / Minus
Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt
860
IIIIIIIIIIIIIIIIIII L O O O NN NN NN NN N AN N RN

Sbjct: 8536806 at acatggaacatcgcttcgattgatctggttcttggatatttgttttggtgtgg
8536747

Query: 861 atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt
920

) P reeeeeeennr 0 reeeneeeernnr teeer v r e 1l
Sbjct: 8536746 atatgagaggagacaaaattacctttagaatttattttcttgtctaggttggggcagatc
8536687

Query: 921 cttggcttgtgacatggtgaccaacatgcttcattgcacaatt 963

Peeereeeeeeennr o e v reer el
Sbjct: 8536686 attggcttgtgacatgatggtcaatatgcttcgttgcgcaatt 8536644

Score = 85.7 bits (43), Expect = 3e-14
Identities = 124/150 (82%), Gaps = 2/150 (1%)
Strand = Plus / Plus

Query: 805 gacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgtatac

864

) PEEereeeeerennr reeer oe eeeeeneeet reenneeeel teeeneerel
Sbjct: 20360662 gacacatggaacatctttttgattgacctgattctctcatatccatttcggtgtgtatac
20360721

Query: 865 gagaggagacatgacaacctttaga--atttcttttcatttttgggttggggcaaattct

922

L O NN R N NN O O e AR R RN NN RN NNARY
Sbjct: 20360722 gagaggatattggacgacctttagattattttttagaatttttgggtcagggcaaattcg
20360781

Query: 923 tggcttgtgacatggtgaccaacatgcttc 952

) I e i reeneeeennn
Sbjct: 20360782 tggttcatgacattgtggccaacatgcttc 20360811

Score = 81.8 bits (41), Expect = 5e-13
Identities = 134/165 (81%)
Strand = Plus / Minus

Query: 1165 gttaattgtctcctagactaagaattgtatgtcgcattaatcgaactcaagaacaatgtg
1224
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) e o e v re ree e e reerrnnnner 1
Sbjct: 17646712 gttaattgtctcatgcactaagaatcgtatatcacatcaaccggactcaagaacatggtg
17646653

Query: 1225 agagtttgcctttttctgtatgtctttcatagccttgtttaatacttttgtataaacttc

1284

) e e v teeer teeet teeeeeeneeer ter teetttd
Sbjct: 17646652 agagttggtctttctttgtgcgtcttccatagtcttgtttaatatttctatataaacttg
17646593

Query: 1285 accaaatgtaatcactcttgcgacttctctccccctttggttgaa 1329

) e b 0 e reerneereer teet el
Sbjct: 17646592 gtcaaatctaatgattcttgcaacttctctccctctttagttgaa 17646548

Score = 79.8 bits (40), Expect = 2e-12
Identities = 73/84 (86%)
Strand = Plus / Minus

Query: 836 ttcttggatatccattttggtgtgtatacgagaggagacatgacaacctttagaatttct

895

PEEEERRREerenneer veeeer eeeenneeeennr reeer v teee 0 1l
Sbjct: 16794095 ttcttggatatccatttcggtgtgcatacgagaggagatatgacgacccttagtacttct
16794036

Query: 896 tttcatttttgggttggggcaaat 919

L TEE T PRReeeen et
Sbjct: 16794035 tttcttttctaggttgggggaaat 16794012

Score = 79.8 bits (40), Expect = 2e-12
Identities = 67/76 (88%)
Strand = Plus / Minus

Query: 703 aaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggcataa

762
PEEEEErreeeeee e veeeeeeeee e e teeeeerr ey

Sbjct: 16794249 aaaatatttaaatttgaattaatacaacaaaatttaaaaaatacaaacaatatgacatac
16794190

Query: 763 aattaatgttgttggc 778

L1 L
Sbjct: 16794189 attgaacgttgttggc 16794174
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Score = 79.8 bits (40), Expect = 2e-12
Identities = 99/118 (83%), Gaps = 37118 (2%)
Strand = Plus / Plus
Query: 1006 tatacacaagatgtatgtagttcctatactcatggtgagcatgcttata---aacaacaa

1062

) e 0 reenneeeer eeeennr  reeeeerneerennnerr 0 teeeet
Sbjct: 32829529 tatacataggatgtatgtaattcctattttcatggtgagcatgcttacaagcaacaacac

32829588

Query: 1063 catgagaacaaaacatgtgcattttttgaaatttgtcacagtcacactacctttcatc

1120
) e teeer  eeeeennr teeer reeerennner et peereneenl
Sbjct: 32829589 catgacaacaaggcatgtgcactttttagaatttgtcacatttacaccacctttcatc

32829646

Score = 77.8 bits (39), Expect = 7e-12
Identities = 101/121 (83%), Gaps = 3/121 (2%)
Strand = Plus / Minus

Query: 1007 atacacaagatgtatgtagttcctatactcatggtgagcatgcttataaaca---acaac

1063
PLeereeeeerereeeeennr 0 eeeeener reeer reeeer rere ot
Sbjct: 16793924 atacacaagatgtatgtagtttttgtactcatgatgagcgtgcttacaagcagcaacaac

16793865

Query: 1064 atgagaacaaaacatgtgcattttttgaaatttgtcacagtcacactacctttcatctag

1123
) Erreeeer e Foreener reeeer e veeeer reererneerenl
Sbjct: 16793864 ataagaacaaggtatgtgtaatttttggaatttgccacattcacaccacctttcatctag

16793805

Query: 1124 c 1124

I
Shjct: 16793804 c 16793804

Score = 75.8 bits (38), Expect = 3e-11
Identities = 101/121 (83%), Gaps = 2/121 (1%)
Strand = Plus / Plus

Query: 1540 acaaacacccagtgatacaacaatgaacaacacacatgacaactacaaatcattaaataa

1599
PEEeeeer ok reeerneer teeerren e e reeeeeer 1

Sbjct: 26159285 acaaacacttagtaatacaacaacaaacaacacacatgaagattacaaatcgtgaaataa
26159344
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Query: 1600 tacaattacaatcaaataatttggggagggggtcttcaaaacttgattcaaggttcattg

1659
) e ceeeennr reeeer o reer reeeeeerenneer reeer ne ot
Sbjct: 26159345 taaaataacaatcaattaatttagg--ggggttcttcaaaacttgactcaagctttattg

26159402

Query: 1660 t 1660

I
Sbjct: 26159403 t 26159403

Score = 73.8 bits (37), Expect = l1le-10
Identities = 79/93 (84%)
Strand = Plus / Plus

Query: 684 aaattacaaacaatagaacaaaatatttaaatttgaaataatacaacaaaaattttaaaa

743
PEEREEE Peeeenneer veeeeer teeeeeeneer reener teeel rer 1

Sbjct: 15366694 aaattaccaacaatagaataaaatatataaatttgaaagtatacaataaaaaattttaaa
15366753

Query: 744 tacaaacaatatggcataaaattaatgttgttg 776

Peeeer e e e teet e
Sbjct: 15366754 tacaaagattatgacatgaagttaacgttgttg 15366786

Score = 73.8 bits (37), Expect = l1le-10
Identities = 49/53 (92%)
Strand = Plus / Plus

Query: 544 agagttgaaatcctttgtatttttattttatttgattattataatacataatt 596

) PEEereneee e eenne e veer teeeee e eeeer beetd
Sbjct: 18406209 agagttgaaatcctttgtattttcatttcatttgattattaaaatacgtaatt

18406261

Score = 71.9 bits (36), Expect = 4e-10
Identities = 66/76 (86%)
Strand = Plus / Minus

Query: 1259 ttgtttaatacttttgtataaacttcaccaaatgtaatcactcttgcgacttctctcccc

1318
PEEEEEE beeer reeernneeet teeennneeeer 0 reeeeeeeeeeer n
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Sbjct: 15061106 ttgtttagtacttgtgtataaacttggtcaaatgtaatcattgttgcgacttctctacct
15061047

Query: 1319 ctttggttgaacaatg 1334

FEEEEE Teeeeetn
Sbjct: 15061046 ctttggatgaacaatg 15061031

Score = 71.9 bits (36), Expect = 4e-10
Identities = 45/48 (93%)
Strand = Plus / Plus

Query: 1005 gtatacacaagatgtatgtagttcctatactcatggtgagcatgctta 1052

PEErreeeeereneeerenr  reeeerenneer veeeernneeeml
Sbjct: 20360864 gtatacacaagatgtatgtaagtcctatactcatagtgagcatgctta 20360911

Score = 71.9 bits (36), Expect = 4e-10
Identities = 127/156 (81%), Gaps = 1/156 (0%)
Strand = Plus / Plus

Query: 1199 cattaatcgaactcaagaacaatgtgagagtttgcctttttctgtatgtctttcatagcc

1258
) P tee reeeeeeeeneeeennr reeeeer e voeer e reeel
Sbjct: 20361061 cattgatcaaactcaagaacaatgtgtgagtttgtctttctttgtgcatcttctatagcc

20361120

Query: 1259 ttgtttaatacttttgtataaacttcaccaaatgtaatcactcttgcgacttctctcccc

1318
) L O N NN NN e e e R RN NN A ANRRRNNNRE
Sbjct: 20361121 ttgttaagta-ttttgtataaacttggcaagatgtaatcattgttatgacttctctccct

20361179

Query: 1319 ctttggttgaacaatgcattacacctagtataggtt 1354

) PEEE e oe 0 eeeeeeeel beeeerntd
Sbjct: 20361180 ttttgattgaataaagtattacaccttgtataggtt 20361215

Score = 69.9 bits (35), Expect = 2e-09
Identities = 44/47 (93%)
Strand = Plus / Plus

Query: 1004 cgtatacacaagatgtatgtagttcctatactcatggtgagcatgct 1050

) PEEEreeneerene e e eer © reeeeeer Peeeennetd
Sbjct: 24395115 cgtatacacaagatgtatgtagttcttgtactcatgatgagcatgct 24395161



Dow AgroSciences LLC
Study ID: 102117

Page 226
Score = 65.9 bits (33), Expect = 3e-08
Identities = 75/89 (84%)
Strand = Plus / Plus
Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt

860

Sbjct: 24393438 atgcgacacatgagacattgctttggttgacccggttctcagatatccattttggtgtgg
24393497

Query: 861 atacgagaggagacatgacaacctttaga 889

PEEEERRREeeer 0 e teeennetd
Sbjct: 24393498 atacgagaggagataggacgacctttaga 24393526

Score = 65.9 bits (33), Expect = 3e-08
Identities = 42/45 (93%)
Strand = Plus / Plus

Query: 1371 attgccagattttgtgttttcttgagtaccaaattaattaactca 1415

PEEE PRRRRee e e e e el 1niti
Sbjct: 32829814 attggcagattttgtgttttcttgagtaccgaattaattgactca 32829858

Score = 63.9 bits (32), Expect = l1le-07
Identities = 41/44 (93%)
Strand = Plus / Plus

Query: 516 tgcatattttatgttttatcattttttaagagttgaaatccttt 559

) PEEEERnner reeeeeeneerennr e veerennereenn
Sbjct: 3334971 tgcatattttttgttttatcatttttaaaaagttgaaatccttt 3335014

Score = 63.9 bits (32), Expect = le-07
Identities = 59/68 (86%)
Strand = Plus / Minus

Query: 1422 ccatcgccagccaccatcccatgcgagagtccacttttcttgtggaatcttectaageta

1481
PEEEEE 0 reee teerreeeeeeeee ey eeeeeeer veeeeer 1 il o

Sbjct: 16793494 ccatcgtcggccatcatcccatgcgagagtccatttttcttgcggaatctcgetgageca
16793435
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Query: 1482 attaattg 1489

L
Sbjct: 16793434 attaattg 16793427

Score = 60.0 bits (30), Expect = 2e-06
Identities = 42/46 (91%)
Strand = Plus / Minus

Query: 551 aaatcctttgtatttttattttatttgattattataatacataatt 596

) PEEEEERnr beeeer o reeeeee e e teeeeerrn
Sbjct: 15061567 aaatcctttctattttcaatttatttgattattaaaatacataatt 15061522

Score = 60.0 bits (30), Expect = 2e-06

Identities = 36/38 (94%)

Strand = Plus / Plus
Query: 552 aatcctttgtatttttattttatttgattattataata 589

) Peeereeneerennr reeeeereeeeereenr 1
Sbjct: 20598262 aatcctttgtattttcattttatttgattattaaaata 20598299

Score = 60.0 bits (30), Expect = 2e-06
Identities = 36/38 (94%)
Strand = Plus / Plus

Query: 552 aatcctttgtatttttattttatttgattattataata 589

) FEEEEeneee e Peeree e ey et
Sbjct: 20610902 aatcctttgtattttcattttatttgattattaaaata 20610939

Score = 58.0 bits (29), Expect = 7e-06
Identities = 32/33 (96%)
Strand = Plus / Plus

Query: 561 tatttttattttatttgattattataatacata 593

FEEEEEREEE e e tereennd
Sbjct: 15366604 tatttttattttatttgattattaaaatacata 15366636
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Score = 58.0 bits (29), Expect = 7e-06
Identities = 32/33 (96%)
Strand = Plus / Plus
Query: 1431 gccaccatcccatgcgagagtccacttttcttg 1463
) PELERRREE e e e tereennl
Sbjct: 31948204 gccaccatcccatgcgagagtccatttttcttg 31948236
Score = 56.0 bits (28), Expect = 3e-05
Identities = 75/91 (82%), Gaps = 6/91 (6%)
Strand = Plus / Minus
Query: 1006 tatacacaagatgtatgtagttcctatactcatggtgagcatgctt—-—--- ataaacaa

1059

Sbjct: 15060621 tatacacaagattcatatagttcttatactcatggtgagcatgtttttcacaagcagcaa
15060562

Query: 1060 caacatgagaacaaaacatgtgcattttttg 1090

) PEEEEEREREeeer teeneeeer e
Sbjct: 15060561 caacatgagaacaagacatgtgcactttttg 15060531

Score = 56.0 bits (28), Expect = 3e-05
Identities = 49/56 (87%)
Strand = Plus / Plus

Query: 1416 gtgtccccatcgccagccaccatcccatgcgagagtccacttttcttgtggaatct 1471

Sbjct: 15367407 gtgtccccatcgtcggtcaccatcccatgcaagaaaccatttttcttgtggaatct
15367462

Score = 56.0 bits (28), Expect = 3e-05
Identities = 40/44 (90%)
Strand = Plus / Plus

Query: 260 cgatttcttaattacatttttttatacatttagaaattggtttc 303

) PEEErenner v reeneerennr teeeren e
Sbjct: 31947082 cgatttcttatttatatttttttatatgtttagaaattggtttc 31947125

Score = 56.0 bits (28), Expect = 3e-05
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Identities = 92/112 (82%), Gaps = 1/112 (0%)
Strand = Plus / Plus
Query: 1165 gttaattgtctcctagactaagaattgtatgtcgcattaatcgaactcaagaacaatgtg

1224

) PEEEreeeeer o reeneeeenr e e vee rer reeeneeeer e
Sbjct: 32829687 gttaattgtctcatggactaagaatcgtgtgtcacatcgatcaaactcaagaagaatatg
32829746

Query: 1225 agagtttgcctttttctgtatgtctttcatagccttgtttaatacttttgta 1276

) Pt teer e reeenr teeeee e reeet bt
Sbjct: 32829747 atag-ttatctttctctgtgtgtcttctatagccttgtttagtacttatgta 32829797

Score = 54.0 bits (27), Expect = le-04
Identities 897106 (83%), Gaps = 4/106 (3%)
Strand = Plus / Plus

Query: 1314 tccccctttggttgaacaatgcattacacc-tagtataggttgattttaccaacacac--

1370
) PR Tt e vee v peernneeeer 1 e
Sbjct: 15367286 tccctcttttgttgaacaatgcattacaccatag-atatgttgattttactagcacactt

15367344

Query: 1371 attgccagattttgtgttttcttgagtaccaaattaattaactcag 1416

) L O R O e AR RN RNNRRRNNRRRRNN RN
Sbjct: 15367345 attgataaatttcttgaattcttgagtaccaaattaatcaactcag 15367390

Score = 54.0 bits (27), Expect = le-04
Identities = 36/39 (92%)
Strand = Plus / Plus

Query: 537 ttttttaagagttgaaatcctttgtatttttattttatt 575

) EEEE el reeeeeeeeereeee e
Sbjct: 17804892 tttttcaagagtgaaaatcctttgtatttttattttatt 17804930

Score = 52.0 bits (26), Expect = 4e-04
Identities = 59/70 (84%)
Strand = Plus / Plus

Query: 709 tttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggcataaaattaa

768
PEEErennr o reeerrneeer v e reeeee et veeeer e v i
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Sbjct: 1182820 tttaaatttaaattaatacaacaacattttacaaatacaaataatatgatatatatttaa
1182879

Query: 769 tgttgttggc 778

NRNNNNRRR
Sbjct: 1182880 tgttgttggc 1182889

Score = 52.0 bits (26), Expect = 4e-04
Identities = 29/30 (96%)
Strand = Plus / Plus

Query: 1432 ccaccatcccatgcgagagtccacttttct 1461

) PELEERRREErer Perennn el
Sbjct: 18407129 ccaccatcccatgtgagagtccacttttct 18407158

Score = 52.0 bits (26), Expect = 4e-04
Identities = 44/50 (88%)
Strand = Plus / Plus

Query: 1312 tctccccctttggttgaacaatgcattacacctagtataggttgatttta 1361

PEEEED PREREE PR oe teet teeettiti
Sbjct: 20598976 tctccctctttggatgaacaatgcattacaacttatatatgttgatttta 20599025

Score = 52.0 bits (26), Expect = 4e-04
Identities = 35/38 (92%)
Strand = Plus / Plus

Query: 556 ctttgtatttttattttatttgattattataatacata 593

P Teneer teeerenne e el
Sbjct: 24393189 ctttttattttcattttatttgattattaaaatacata 24393226

Score = 52.0 bits (26), Expect = 4e-04
Identities = 35/38 (92%)
Strand = Plus / Plus

Query: 1307 acttctctccccctttggttgaacaatgcattacacct 1344

) PEEEEEeeeer bt teeeee el
Sbjct: 24396817 acttctctcccttttttgttgaacaatgcattacacct 24396854
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Score = 50.1 bits (25), Expect = 0.002
Identities = 37/41 (90%)
Strand = Plus / Minus

Query: 744 tacaaacaatatggcataaaattaatgttgttggcctgagc 784

) Peeereeneer reeeneee e e e e e et
Sbjct: 17647186 tacaaacaatacaacataaaattaatgttgttggcttgagc 17647146

Score = 50.1 bits (25), Expect = 0.002
Identities = 25/25 (100%)
Strand = Plus / Plus

Query: 1207 gaactcaagaacaatgtgagagttt 1231

) RRRRRNNRRRRRRRRRRRNNNY
Sbjct: 20598878 gaactcaagaacaatgtgagagttt 20598902

Score = 48.1 bits (24), Expect
Identities = 40/44 (90%), Gaps
Strand = Plus / Plus

0.006
1744 (2%)

Query: 522 ttttatgttttatcatttttt-aagagttgaaatcctttgtatt 564

) LD TREerenr reener teneerenne et teeetnnd
Sbjct: 18405859 ttttttgttttatccttttttgaagagttgaaatcttttgtatt 18405902

Score = 46.1 bits (23), Expect = 0.025
Identities = 23/23 (100%)
Strand = Plus / Minus

Query: 429 ttttttgttattaattgtctata 451

) RRRRRUNRNRRRRRRRRNNNY
Sbjct: 1210950 ttttttgttattaattgtctata 1210928

Score = 46.1 bits (23), Expect = 0.025
Identities = 29/31 (93%)
Strand = Plus / Minus

Query: 639 acaagttgacttgaactaaaatatttaaatt 669
PEEEEEr F reeeeeeenneeenneerenl
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Sbjct: 16794266 acaagttaaattgaactaaaatatttaaatt 16794236

Score = 46.1 bits (23), Expect = 0.025
Identities = 26/27 (96%)
Strand = Plus / Plus

Query: 609 aattgaaattaaaaaatatatatttaa 635

) PELEERREEE R
Sbjct: 16953697 aattgaaattaaaaaatatataattaa 16953723

Score = 46.1 bits (23), Expect = 0.025
Identities = 90/112 (80%), Gaps = 4/112 (3%)
Strand = Plus / Plus

Query: 389 tttttttttgttttgttttaaaattgtttgtatttttattttttttgttattaattgtct

448

) PEEEEE PERneer teeetineneetl PeE teeeener e reeeel
Shjct: 18405746 ttttttcttgtttttttttaaaattgtt----tttgcatttttttctttcttaattattt
18405801

Query: 449 atatttgtgttctgtttaaattgaaaacaatattatttttcatatgttgtta 500

) e e reeeeenr reeer teeeerenner reeeet bl
Sbjct: 18405802 atatttatgtgttgtttaaacggaaaataatattattttgtatatgtagtta 18405853

Score = 46.1 bits (23), Expect = 0.025
Identities = 23/23 (100%)
Strand = Plus / Plus

Query: 178 ataataaaaaaaaattaattatt 200

AR RRRNRRRRNRRRRNNN]
Sbjct: 36136638 ataataaaaaaaaattaattatt 36136660

Score = 44_1 bits (22), Expect = 0.098
Identities = 22/22 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatatttaa 635

) NURRRRRNRRRRRNRRRNNY
Sbjct: 7768981 aaattaaaaaatatatatttaa 7769002



Score = 44_.1 bits (22), Expect = 0.098
Identities = 22/22 (100%)
Strand = Plus / Minus

Query: 614 aaattaaaaaatatatatttaa 635

NNRRRRRNRRRRRNRRRNNY
Sbjct: 24254713 aaattaaaaaatatatatttaa 24254692

Score = 44.1 bits (22), Expect = 0.098
Identities = 22/22 (100%)
Strand = Plus / Plus

Query: 389 ttrtttttgttttgttttaaa 410

WURNNRRRRRRRRRRNNnnns
Shjct: 26683968 tttttttttgttttgttttaaa 26683989

Score = 44.1 bits (22), Expect = 0.098
Identities = 25/26 (96%)
Strand = Plus / Minus

Query: 383 attgcttttttttttgttttgtttta 408

RRRNNNNNNNRRRRR NNy
Shjct: 27959324 attgcttttttttttgttttatttta 27959299

Score = 42.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Plus

Query: 608 taattgaaattaaaaaatatatatt 632

PEEEEEREr teeeeeeennerl
Sbjct: 1896441 taattgaaagtaaaaaatatatatt 1896465

Score = 42_.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Minus

Query: 421 tttttattttttttgttattaattg 445
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) PR PR
Shjct: 6193618 ttttttttttttttgttattaatty 6193594

Score = 42.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Plus

Query: 1113 ctttcatctagcttgaccatgaaat 1137

) PEEEERREE e el
Sbjct: 24396626 ctttcatctagcttgaccgtgaaat 24396650

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Minus

Query: 388 ttttttttttgttttgtttta 408

) RRRRRNNNRRRRRRRRRY
Shjct: 28821037 ttttttttttgttttgtttta 28821017

Score = 42.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Plus

Query: 176 aaataataaaaaaaaattaattatt 200

PR teeeeeeennentl
Sbjct: 32859656 aaataataataaaaaattaattatt 32859680

Score = 42.1 bits (21), Expect = 0.39
Identities = 24/25 (96%)
Strand = Plus / Plus

Query: 176 aaataataaaaaaaaattaattatt 200

) PR PRt
Sbjct: 32871070 aaataataataaaaaattaattatt 32871094

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Minus
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Query: 387 cttttttttttgttttgtett 407

RRRRRNNNRRRRnnaay
Shjct: 33526242 cttttttttttgttttgtttt 33526222

Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Plus

Query: 384 ttgcttttetttttgtettgtttt 407

) PEEE LRt
Shjct: 2895388 ttgcctttttttttgttttgtttt 2895411

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 615 aattaaaaaatatatattta 634

AURRRRRNRRRRRNRRRNY
Sbjct: 3501518 aattaaaaaatatatattta 3501499

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 180 aataaaaaaaaattaattat 199

) RRRRRNNRRRRRRRRRNY
Sbjct: 4279213 aataaaaaaaaattaattat 4279232

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 392 ttttttgttttgttttaaaa 411

AERRRRRNRRRRRNRRRNY
Sbjct: 5262779 ttttttgttttgttttaaaa 5262760
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Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 419 tatttttattttttttgtta 438

PR
Shjct: 7767052 tatttttattttttttgtta 7767071

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 561 tatttttattttatttgatt 580

AURRRRRNRRRRRNRRRNY
Sbjct: 9899005 tatttttattttatttgatt 9899024

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 620 aaaaatatatatttaactga 639

) AURRRRRNRRRRNNRRRN]
Sbjct: 10141614 aaaaatatatatttaactga 10141595

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 388 ttttttttttgttttgtttt 407

) RRNRRRRRANNRRR
Shjct: 10585444 ttttttttttgttttgtttt 10585425

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 614 aaattaaaaaatatatattt 633

) AERRRRRNRRRRRNRRRNY
Sbjct: 11482718 aaattaaaaaatatatattt 11482699
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Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 615 aattaaaaaatatatattta 634

AURRRRRNRRRNRNRRRNY
Sbjct: 14938438 aattaaaaaatatatattta 14938419

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 614 aaattaaaaaatatatattt 633

AURRRRRNRRRRRNRRRNY
Sbjct: 15590572 aaattaaaaaatatatattt 15590553

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 557 tttgtatttttattttattt 576

ERRRNNNNNRRRRRRRN
Shjct: 15749538 tttgtatttttattttattt 15749557

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 183 aaaaaaaaattaattattta 202

AURRRRRNRRRRNNRRRN]
Sbjct: 17059568 aaaaaaaaattaattattta 17059549

Score = 40.1 bits (20), Expect = 1.5
Identities = 26/28 (92%)
Strand = Plus / Plus

Query: 404 ttttaaaattgtttgtatttttattttt 431
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) NN RN NN RN
Sbjct: 17454543 ttttaaaattgtgtttatttttattttt 17454570

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 388 ttttttttttgttttgtttt 407

) PR
Sbhjct: 21790106 ttttttttttgttttgtttt 21790087

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 570 tttatttgattattataata 589

) NRNNNRRRRRRRRRNNNRR
Sbjct: 30413405 tttatttgattattataata 30413386

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 618 taaaaaatatatatttaact 637

AURRRRRNRRRRRNRRRNY
Sbjct: 38505949 taaaaaatatatatttaact 38505930

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 176 aaataataaaaaaaaattaatta 198

Sbjct: 55527 aaattataaaaaaaaattaatta 55549

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus
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Query: 559 tgtatttttattttatttgatta 581

) PEEEERREEEEer Teeennet
Sbjct: 4129326 tgtatttttatttgatttgatta 4129348

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

) NRRRRNNNNRRRRRRRNY
Sbjct: 4147639 aaatatttttattataaaa 4147657

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 698 agaacaaaatatttaaatt 716

ANRRRRRNRRRRNRRRNY
Sbjct: 4233430 agaacaaaatatttaaatt 4233448

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatatt 632

) RRRRRNNNRRRRRRRY
Sbjct: 4535248 aaattaaaaaatatatatt 4535266

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 394 ttttgttttgttttaaaat 412

ANRRRRNNRRRRNRRRNY
Sbjct: 6186377 ttttgttttgttttaaaat 6186395



Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 187 aaaaattaattatttacccaaaa 209

) PEEERERREErer Teeennttd
Sbjct: 8048629 aaaaattaattatatacccaaaa 8048651

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 560 gtatttttattttatttga 578

ANRRRRNNRRRRNRRRNY
Sbjct: 8805217 gtatttttattttatttga 8805199

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 561 tatttttattttatttgattatt 583

) PEEEEERREEEnnner teetd
Sbjct: 8814220 tatttttattttattttattatt 8814242

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 520 tattttatgttttatcatttttt 542

PEEEEERREEE Lt
Sbjct: 9284777 tattttatgtttcatcatttttt 9284755

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 183 aaaaaaaaattaattattt 201

) ANRRRRRNRRRRNRRRN]
Sbjct: 9510681 aaaaaaaaattaattattt 9510699
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Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 121 gaaaaagaaaaaagaaatg 139

NRRRRRNRRRRNRRRNY
Sbjct: 10158286 gaaaaagaaaaaagaaatg 10158304

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 424 ttattttttttgttattaa 442

ANRRRRNNRRRRNRRRN]
Sbjct: 10247345 ttattttttttgttattaa 10247363

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 322 atgttcattttttttttcaaaac 344

P TRt
Sbjct: 10378635 atgtacattttttttttcaaaac 10378613

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

ANRRRRNNRRRNNRRRN]
Sbjct: 10620381 aaatatttttattataaaa 10620399

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 325 ttcattttttttttcaaaaccaa 347
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ANRRRRRNRRRRNRR R ]
Sbjct: 11137384 ttcattttttttttcaaatccaa 11137362

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1529 tttattataaaacaaacac 1547

) AURRRRNNRRRRNRRANY
Sbjct: 11676677 tttattataaaacaaacac 11676695

Score = 38.2 bits (19), Expect = 6.1
Identities 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

NRRRRNNRRRRNRRRN]
Sbjct: 13834774 aaatatttttattataaaa 13834792

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 614 aaattaaaaaatatatatt 632

ANRRRRRNRRRRNRRRN]
Sbjct: 14952591 aaattaaaaaatatatatt 14952573

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 419 tatttttattetetttgtt 437

) FEEREEEEEEEErnnnl
Shjct: 14993824 tatttttattttttttgtt 14993806

Score = 38.2 bits (19), Expect = 6.1
Identities = 25/27 (92%)
Strand = Plus / Plus
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Query: 562 atttttattttatttgattattataat 588

) CEEEERRREErenner ot
Sbjct: 15082452 atttttattttatttgttaattataat 15082478

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 617 ttaaaaaatatatatttaa 635

) NRRRRRNNRNRRRRRRNY
Sbjct: 15377713 ttaaaaaatatatatttaa 15377731

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 566 ttattttatttgattattataat 588

PEEEERRREErenr terenetd
Sbjct: 15988691 ttattttatttgatgattataat 15988669

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 389 ttetttttgttttgtett 407

) ARRNNRRRRRRRRNNNNN
Shjct: 16316872 tttttttttgttttgtttt 16316890

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus /7 Minus

Query: 388 trttttettgttttgttttaaa 410

FEEEEEREEREEEer 1
Shjct: 16396938 ttttttttttgttttcttttaaa 16396916



Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 561 tatttttattttatttgat 579

Rt
Shjct: 17535089 tatttttattttatttgat 17535107

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 557 tttgtatttttattttatt 575

RRRRNNNNRRRRRnay
Shjct: 20598176 tttgtatttttattttatt 20598194

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 557 tttgtatttttattttatt 575

IRRNARRRRR
Sbhjct: 20610785 tttgtatttttattttatt 20610803

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 389 tttttttttgttetgtett 407

URNRRRRRRR RNl
Shjct: 22240870 tttttttttgttttgtttt 22240852

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 385 tgcttttttttttgttttgtttt 407
FEEEREEEEERRnnnnnr 1l

Sbjct: 26470034 tgcttttttttttgttttttttt 26470012
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Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 180 aataaaaaaaaattaatta 198

ANRRRRRNRRRRNRRRNY
Sbjct: 26694415 aataaaaaaaaattaatta 26694433

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 180 aataaaaaaaaattaatta 198

ANRRRRNNRRRRNRRRN]
Sbjct: 27882199 aataaaaaaaaattaatta 27882217

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 414 gtttgtatttttatttttt 432

ERRRRRNRRRRNRAA]
Sbjct: 30819321 gtttgtatttttatttttt 30819339

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 389 tttttttttgttttgtttt 407

ERNRRRRRRR RNl
Sbhjct: 32362957 tttttttttgttttgtttt 32362939

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 614 aaattaaaaaatatatatt 632
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NRRRRRNRRRRNRRRN]
Sbjct: 32607052 aaattaaaaaatatatatt 32607034

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)

Strand = Plus / Plus
Query: 561 tatttttattttatttgattatt 583

Sbjct: 32683911 tatttttattttattttattatt 32683933

Score = 38.2 bits (19), Expect = 6.1
Identities 19/19 (100%)
Strand = Plus / Plus

Query: 266 cttaattacatttttttat 284

ANRRRRRNRRRRNRRRNY
Sbjct: 33215982 cttaattacatttttttat 33216000

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 279 ttttatacatttagaaatt 297

AARRRRRNRRRRNRRRN]
Sbjct: 33557057 ttttatacatttagaaatt 33557039

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1521 caaatatttttattataaa 1539

) NRRRRNNNNRRRRRR RN
Sbjct: 35447825 caaatatttttattataaa 35447843

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus
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Query: 389 tttttttttgttttgtett 407

ERNRRRRRRRR RNl
Sbjct: 35872414 tttttttttgttttgtttt 35872396

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 417 tgtatttttattttttttg 435

] RRRRRRRRARRR
Shjct: 35988907 tgtatttttattttttttg 35988925

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 414 gtttgtatttttatttttt 432

NERRRRRRRRR RNl
Sbjct: 36492645 gtttgtatttttatttttt 36492663

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 173 tccaaataataaaaaaaaa 191

) ARRRRNNNNRRRRRRRNY
Sbjct: 36749389 tccaaataataaaaaaaaa 36749407

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 414 gtttgtatttttattettt 432

) ANRRRRNNRRRRNRRRN]
Sbjct: 36977467 gtttgtatttttatttttt 36977449
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Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 385 tgctttttttttgttttgtett 407

FPEEEEEEE TRRRRRREEnin
Sbjct: 38900762 tgctttttattttgttttgtttt 38900784

>gb]CM000840.1] Glycine max chromosome 7, whole genome shotgun sequence
Length = 44683157

Score = 377 bits (190), Expect = e-102
Identities = 334/380 (87%), Gaps = 4/380 (1%)
Strand = Plus / Minus

Query: 1510 aacacacatgacaaatatttttattataaaacaaacacccagtgatacaacaatgaacaa

1569
Peeereeeeeer reeerrereeeer tee  reeeer rer PRl

Sbjct: 15295270 aacacacatgatgaatatttttattacaaagaaaacacttagtaatacaacaatgaacaa
15295211

Query: 1570 cacacatgacaactacaaatcattaaataatacaattacaatcaaataatttg---ggga

1626
) PEEereenr  reer reeeeeeeeeereenr rer reeeeeeeenneeer o 1
Sbjct: 15295210 cacacatgatgactataaatcattaaataataaaatagcaatcaaataatttgtgaggga

15295151

Query: 1627 gggggt-cttcaaaacttgattcaaggttcattgtatcatcgaggtattcacccaaaccc
1685

) IIIIII IIIIIIIIII teeeeeeeeneeennr e reeeeennr reeer
Sbjct: 15295150 gggggttcttc actcgattcaaggttcattgcttaatcaaggtattcatccaaatcc
15295091
Query: 1686 tccaaattcaaagagcttgcagaaactggtggtggttgtgcatatgtttatgtgggtgtg
1745

) PR e et veeeeeeeeeennnnr eeeee e ettt
Sbjct: 15295090 cccaaattcaaagagcttgcagaaattggtggtggttgtgcacatgtttgtgtaggtgtg
15295031
Query: 1746 tctacggtgataacataaaactcaaggcatgtgaagttgaagagtttcccaaatatagaa
1805

III IIIII III i i IIIIIIIIIIIII IIII IIIIIIIIII IIIIIIIII

Sbjct: 15295030 tct atataattc agtttc
15294971
Query: 1806 aacatagtaattatttcctcatcatcttgcagcatacatgccctgtactgaaaacaatca

1865
PEEEEERnneeeer reeeneeeeeeeeeer 0 oe vt beeeee el
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Sbjct: 15294970
15294911
Query: 1866

Sbjct: 15294910

Score =
lIdentities =
Strand =

Query: 1554
1613

Sbjct: 39006365 a
39006306

Query: 1614
1669

Sbjct: 39006305
39006246

Query: 1670
1729

244 bits (123), Expect =
261/305 (85%), Gaps =
Plus / Minus

aacatagtaattatgtcctcatcatcttgcggtatgcatgcattgtactgaaaacaatca

ccaacaaatgatacgggaca 1885

FEEERED THEEED ThLnd
ccaacaagtgatacaggaca 15294891

5e-62
4/305 (1%)

atacaacaatgaacaacacacatgacaactacaaatcattaaataatacaattacaatca

IIIIIIIIIIIII III IIIIIIIIIIIIIIIIIIIIIIIIIIIIII III IIIIIII
aatcattaa

aataatttgggg---agg-gggtcttcaaaacttgattcaaggttcattgtatcatcgag

Peeer teeeer tee oe reeeeene e teeeee e e een tettttd
aataaattggggggtaggtggttcttcaaaactcgattcaaggttcattgtttcatcgag

gtattcacccaaaccctccaaattcaaagagcttgcagaaactggtggtggttgtgcata

Sbjct: 39006245 gtattcatccaaaccctccaaattcaaagagctagcagaaattggtggtggatgtgcaca

39006186

Query: 1730
1789

Sbjct: 39006185 t
39006126

Query: 1790
1849

Sbjct: 39006125
39006066

Query: 1850

Sbjct: 39006065

tgtttatgtgggtgtgtctacggtgataacataaaactcaaggcatgtgaagttgaagag

IIIII L e e e tee e reeer reeeeeeeer  ree
tttgtgtaggtgtttctgtggtggtaatatataactccaggcatgtgagcttggatat

tttcccaaatatagaaaacatagtaattatttcctcatcatcttgcagcatacatgccct

ttctacgaacataaaaatcatagtcattatgtcctcatcatcgtgcaacatctatgccct

gtact 1854

11l
gtact 39006061
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Page 250
Score = 230 bits (116), Expect = 8e-58
Identities = 1587172 (91%)
Strand = Plus / Plus
Query: 620 aaaaatatatatttaactgacaagttgacttgaactaaaatatttaaattacaaaataga

679
PR reeeeeeeeer eeeee e Peee e e e e e e e e e e el

Sbjct: 15665704 aaaaaaatatatttaaccaacaagttgaattgaactaaaatatttaaattacaaaataga
15665763

Query: 680 tatgaaattacaaacaatagaacaaaatatttaaatttgaaataatacaacaaaaatttt

739
P e P e e e e e e e e e e e e e ey eereneee e 1l

Sbjct: 15665764 tataaaattataaacaatagaacaaaatatttaaatttgaaacaatacaacaaaattttc
15665823

Query: 740 aaaatacaaacaatatggcataaaattaatgttgttggcctgagcctacaca 791

) PEEEERneer veeeer veeeer peeenneeeenner vee terenetd
Sbjct: 15665824 aaaatacaaagaatatgacataaatttaatgttgttggcttgaacctacaca 15665875

Score = 222 bits (112), Expect = 2e-55
Identities = 243/284 (85%), Gaps = 2/284 (0%)
Strand = Plus / Plus

Query: 1549 cagtgatacaacaatgaacaacacacatgacaactacaaatcattaaataatacaattac
1608

) 11l IIIIIIIIII II IIIIIIIIIIII II I IIIIIIIIIIIIIIII III II
Sbjct: 27581955 cagta aatcatta
27582014
Query: 1609 aatcaaataatttggggagggggtcttcaaaacttgattcaaggttcattgtatcatcga
1668

IIIIIIIIII feeeer e v reeenneerennerr reeen
Sbjct: 27582015 aatcaaataaattgggggcggggggt-caaaactcgattcaaggttcattacatcatcaa

27582073

Query: 1669 ggtattcacccaaaccctccaa-attcaaagagcttgcagaaactggtggtggttgtgca
1727

) IIIIII I IIIIIIIIIIIII teeeeeeeennnr e
Sbjct: 27582074 ggt aatattcaaagagctttgaaaaactggtggtgaatgtgca
27582133
Query: 1728 tatgtttatgtgggtgtgtctacggtgataacataaaactcaaggcatgtgaagttgaag

1787
PEEEEEEnnner teeeernrnneeer v vee teeeeeerrrneeeer et
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Sbjct: 27582134 catgtttatgtggatgtgtctacggtggtaatatataactcaaggcatgtgaggtaggag
27582193

Query: 1788 agtttcccaaatatagaaaacatagtaattatttcctcatcatc 1831

PR L0 0 Reeeeeenenenen e et 1ttt
Sbjct: 27582194 agttgcccgaacatagaaaacatagtcattacgttctcatcatc 27582237

Score = 186 bits (94), Expect = le-44
Identities = 218/258 (84%), Gaps = 6/258 (2%)
Strand = Plus / Plus

Query: 1156 ctctctccagttaattgtctcctagactaagaattgtatgtcgcattaatcgaactcaag
1215

) L reerennnnneer 0 e e e vee veeeeeenr neeerend
Sbjct: 15666256 ctctctcaagttaattgtctcttggactaagaattgtgtgttgcattaatcaaact
15666315
Query: 1216 aacaatgtgagagtttgcctttttctgtatgtctttcatagccttgtttaatactttigt
1275

) e e veeer teeer veeeeeer reeer i
Sbjct: 15666316 accaatgtgagagtttgcctttctttgtgcgtcttccatagtcttgtttagtacttgtgt

15666375

Query: 1276 ataaacttcaccaaatgtaatcactcttgcgacttctctccccctttggttgaacaatgc
1335

) IIIIIIII IIII teeeeerer 0o eoreeeer oe reer e rered
Sbjct: 15666376 at accagatgtaatcattgatgcaagttctcttcctttttgattgaataatgc
15666435
Query: 1336 attacacctagtataggttgattttacca----acacacattgccagattttgtgttttc
1391

) RRRRRNN RN RN RRRNY T e e e
Sbjct: 15666436 attacacct--tataggttgattttaccagcgcacacttattggcagatttcatgttttc

15666493

Query: 1392 ttgagtaccaaattaatt 1409

LD TEEE TRt
Sbjct: 15666494 ttgaataccgaattaatt 15666511

Score = 186 bits (94), Expect = le-44
Identities = 248/298 (83%), Gaps = 1/298 (0%)
Strand = Plus / Minus
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Query: 1581 actacaaatcattaaataatacaattacaatcaaataatttggggagggggtcttcaaaa
1640

) IIIIIIIIIIIII IIIIIII III IIIIIIIIIIII e e e
Sbjct: 38544827 ac ataaattgaag-gagtttcttcaaaa
38544769
Query: 1641 cttgattcaaggttcattgtatcatcgaggtattcacccaaaccctccaaattcaaagag
1700

) I IIIII LEreeeeer e ee reeeenner teeer e e e e reeetl
Sbjct: 38544768 ctc tcgagattcattgcttcttcaaggtattcatccaaaccctccaaatttaaagag
38544709
Query: 1701 cttgcagaaactggtggtggttgtgcatatgtttatgtgggtgtgtctacggtgataaca
1760

) PEEEEE b b e reener veeeer 0 et peeeeneeen |l
Sbjct: 38544708 cttgcaaaaattagtggtggatgtgcacatgtttgtataggtgtgt gtgataat
38544649
Query: 1761 taaaactcaaggcatgtgaagttgaagagtttcccaaatatagaaaacatagtaattatt
1820

) I IIIIIIIII LEEEer e eeeennner e reeneeer beeel bt
Sbjct: 38544648 tataactcaaggtatgtgagattggagagtttcctgaacatagaaaatatagtcattaca
38544589
Query: 1821 tcctcatcatcttgcagcatacatgccctgtactgaaaacaatcaccaacaaatgata
1878

) CEEEEeneeer e o reeeeeeeeneer 00 teeerennerenneel
Sbjct: 38544588 tcctcatcatcatgcaatatgcatgccctgtactaaccaatatcaccaacaaatgata

38544531

Score = 180 bits (91), Expect = 7e-43
Identities = 195/227 (85%), Gaps = 2/227 (0%)
Strand = Plus / Minus

Query: 1554 atacaacaatgaacaacacacatgacaactacaaatcattaaataatacaattacaatca

1613
PEEEEeeer e reeeeeennee 0 teeenn e e e ey eee i

Sbjct: 27668983 atacaacaataaaaaacacacatgacgataacaaatcattaaataataaaataacaatca
27668924

Query: 1614 aataatttggggagggggtcttcaaaacttgattcaaggttcattgtatcatcgaggtat

1673
e teeeer i LEEEEE teeeeeeeeeneert  reeer 1
Sbjct: 27668923 aataaattgggggtggagggga-aaaactcgattcaaggttcattacttcatcaaggtat

27668865
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Query: 1674 tcacccaaaccctccaa-attcaaagagcttgcagaaactggtggtggttgtgcatatgt

1732
) L PEeeeeeeeeee eeeee e e e e e Peeeeeee el teeett 1l
Sbjct: 27668864 tcatccaaaccctccaatattcaaagagcttgcaaaaactggtggtggatgtgcacatgt

27668805

Query: 1733 ttatgtgggtgtgtctacggtgataacataaaactcaaggcatgtga 1779

EPreener reeeeeer oe vee ter peernnn e el
Sbjct: 27668804 ttgtgtgggtatgtctacgatggtaatatataactcaaggcatgtga 27668758

Score = 172 bits (87), Expect = 2e-40
Identities = 234/281 (83%), Gaps = 4/281 (1%)
Strand = Plus / Minus

Query: 1554 atacaacaatgaacaacacacatgacaactacaaatcattaaataatacaattacaatca
1613

) IIIIIIIIIIIII IIII IIIIIII IIIIIIIIIIIIII L et
Sbjct: 10905893 at cattagatactaaaataccaatca
10905834
Query: 1614 aataattt---ggggagggggtcttcaaaacttgattcaaggttcattgtatcatcgagg
1670

O NN N NN R R O RN RN NRRRRNNRRRNNRRRRANEY ARRRRANN
Sbjct: 10905833 agtaatttgggggggaagggttcttcaaaacttgattcaaggttcatcacttcatcgagg

10905774

Query: 1671 tattcacccaaaccctccaaattcaaagagcttgcagaaactggtggtggttgtgcatat
1730

I
Sbjct: 10905773 tattcatccaaacccttcaaattcaaagag-gggcagaaattggtggtggatgtgcacat
10905715

Query: 1731 gtttatgtgggtgtgtctacggtgataacataaaactcaaggcatgtgaagttgaagagt
1790

Sbjct: 10905714 gtttgtgtgggtgtttctgcggtggtaatatataactccaggtaggtgaacttggatatt
10905655

Query: 1791 ttcccaaatatagaaaacatagtaattatttcctcatcatc 1831

) I R R AR R RN RN RN A RN R AR
Sbjct: 10905654 tttgcgaacatagaaaacataattattacgtcctcatcatc 10905614

Score = 165 bits (83), Expect = 4e-38
Identities = 149/170 (87%), Gaps = 2/170 (1%)
Strand = Plus / Plus
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Query: 611 ttgaaattaaaa--aatatatatttaactgacaagttgacttgaactaaaatatttaaat

668
) e e v vee v Foreeeerrnn e e el
Sbjct: 18685852 ttgaaattaaaacaaaaatatatataattaacaagttaaattgaactaaaatatttaaat

18685911

Query: 669 tacaaaatagatatgaaattacaaacaatagaacaaaatatttaaatttgaaataataca

728
PR e reerner 0 reer veeee e e e e e e e nn e vl

Sbjct: 18685912 tacaaaatatatataaaattaccagcaattgaacaaaatatttaaatttgaaacaataca
18685971

Query: 729 acaaaaattttaaaatacaaacaatatggcataaaattaatgttgttggc 778

) e e reener teneer e beer peerernnd
Sbjct: 18685972 acaaaatgtttaaattacaaaaaatatgacataaatttaacgttgttggc 18686021

Score = 161 bits (81), Expect = 6e-37
Identities = 127/141 (90%), Gaps = 1/141 (0%)
Strand = Plus / Minus

Query: 656 aaaatatttaaattacaaaatagatatgaaattacaaacaatagaacaaaatatttaaat

715
feeererreeeeeeeeerennr v v reeneer e 0 reee el

Sbjct: 10908031 aaaatatttaaattacaaaatattt-taaaattaccaacaacataacaaaatatttaaat
10907973

Query: 716 ttgaaataatacaacaaaaattttaaaatacaaacaatatggcataaaattaatgttgtt

775
) LR Leerenneeeer reeeneeeenneer teeerenneeeer teet el
Sbjct: 10907972 ttgaaacaatacaacaaaatttttaaaatacaaagaatatggcataaatttaacgttgtt

10907913

Query: 776 ggcctgagcctacacaatggg 796

) PEE LR el
Sbjct: 10907912 ggcttgagcctacacagtggg 10907892

Score = 155 bits (78), Expect = 4e-35
Identities = 261/321 (81%), Gaps = 7/321 (2%)
Strand = Plus / Minus

Query: 1561 aatgaacaacacacatgacaactacaaatcattaaataatacaattacaatcaaataatt

1620
PEEEEE PEeeeee e teeern e e e e e e e o eeeerennnn o
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Sbjct: 9395838 aatgaaaaacacacatgacaactaaaaatcattaaataatacaataaaaatcaaataaat
9395779

Query: 1621 tggggaggggg---tcttcaaaacttgattcaaggttcattgtatcatcgaggtattcac

1677
) e veeer reeenneeer Foreeneeeer reeet reennnr teeeenl
Sbjct: 9395778 tgggggggggggggtcttcaaaacataattcaaggtgcattgcttcatcgaagtattcat

9395719

Query: 1678 ccaaaccctccaaattcaaagagcttgcagaaactggtggtggttgtgcatatgtttatg

1737
e v b veeeeennnr reeer reeeeeenr ree e e
Sbjct: 9395718 ccaaatcctcataatttaaagagcttgtagaaattggtggtggatgtgtccatttttgtg

9395659

Query: 1738 tgggtgtgtctacggtgataacataaaactcaaggcatgtgaagttgaagagtttcccaa

1797
) feeerenener et v eee reeer eore teeer rer tee Pt
Sbjct: 9395658 tgggtgtgtctgtgattgtaatatataactccatgcctgtgagcttggagattttcccaa

9395599

Query: 1798 atatagaaaacatagtaattatttcctcatcatcttgcagcatacatgccctgtactgaa

1857
PEEEEE e b e o eeeeeeer veer vee teenr reen 1l

Sbjct: 9395598 ----agaaaatatattcattatgtcatcatcatcgtgcaacatgcatgctctgtagtggt
9395543
Query: 1858 aacaatcaccaacaaatgata 1878

PRt
Sbjct: 9395542 cacaatcaccgacaaatgata 9395522

Score = 125 bits (63), Expect = 3e-26
Identities = 95/105 (90%), Gaps = 37105 (2%)
Strand = Plus / Minus

Query: 1008 tacacaagatgtatgtagttcctatactcatggtgagcatgcttata---aacaacaaca

1064
) teeerreeeereeeeereeeeeeeneeeer  eeeeeeerenner v teeeeerel
Sbjct: 37876135 tacacaagatgtatgtagttcctatactcacagtgagcatgcttacaagcaacaacaaca

37876076

Query: 1065 tgagaacaaaacatgtgcattttttgaaatttgtcacagtcacac 1109

PEERRRRREr Peeeeeet teeeen teeeen teeeeennitd
Sbjct: 37876075 tgagaacaaatcatgtgcaatttttggaatttgccacagtcacac 37876031
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Score = 125 bits (63), Expect = 3e-26
Identities = 81/87 (93%)
Strand = Plus /7 Minus
Query: 692 aacaatagaacaaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaaca

751
EEEEEE e e e e e eeee e e e e e e e e e ey |

Sbjct: 37876420 aacaatagaacaaaatatttaaatttgaaacaatacaacaaaaattttaaaatacaaaga
37876361

Query: 752 atatggcataaaattaatgttgttggc 778

L e 0 reeneerennd
Sbjct: 37876360 acatgacataaattcaatgttgttggc 37876334

Score = 113 bits (67), Expect = le-22
Identities = 338/431 (78%), Gaps = 8/431 (1%)
Strand = Plus / Minus

Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt

860

L Lee e e reenner v re teeer e e e e veeetl
Sbjct: 39010027 atgcaacatatgaaacatcgctttggttgacgtggttcttggatatccatttcggtgtgg
39009968

Query: 861 atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt
920

) 1 IIII IIII IIIII LE e e et e
Sbjct: 39009967 atatg gacccttagaattttctttcttatttgggtcaaggaagatc
39009908
Query: 921 cttggcttgtgacatggtgaccaacatgcttcattgcacaatttcccaagtaatcatttg
980

) el et e e et peerenne e reer e Het
Sbjct: 39009907 attggctcatgacacggtggtcaataagctttattgcacaattttccaaacaatgctttg

39009848

Query: 981 tacatgttatagatacttttcagcgtatacacaagatgtatgtagttcctatactcatgg

1040
) e e vreeeee 0o reeeee e e e e e e e e 1ttt
Sbjct: 39009847 tatatgttggagacatttttcaacatatacacaagatgtatgtaattcttgtactcatgg

39009788

Query: 1041 tgagcatgcttata---—-- aacaacaacatgagaacaaaacatgtgcattttttgaaat

1094
R RRRRUNNNN PR e o eeeeet e v i
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Sbjct: 39009787 taagcatgcttacaagcaacaacaacaacatgagaataagacctgtgcaatttctagaat
39009728

Query: 1095 ttgtcacagtcacactacctttcatctagcttgaccatgaaatttctcactagttgaatc

1154
) tE b reener reeeeeeer e vor veeeeenr ree " teeeetl
Sbjct: 39009727 tttttacaatcacaccacctttcattcagcctaatcatgaaatctctagcaagttgaa—-

39009670

Query: 1155 tctctctccagttaattgtctcctagactaagaattgtatgtcgcattaatcgaactcaa

1214
) E e e eeeeenneerennr reeeer F reer v e teeeetl
Sbjct: 39009669 cctttctcgggtttattgtctcctagaccaagaatcatgtgtcacatcgatcaaactcaa

39009610

Query: 1215 gaacaatgtga 1225

LHEEE T
Sbjct: 39009609 gaacagtgtga 39009599

Score = 109 bits (55), Expect = 2e-21
Identities = 120/139 (86%), Gaps = 2/139 (1%)
Strand = Plus / Minus

Query: 639 acaagttgacttgaactaaaatatttaaattacaaaatagatatgaaattacaaacaata

698
) e reeeeereeeeereneeeeereeeeenrr 0 r red (NN
Sbjct: 10908306 acaagttgaattgaactaaaatatttaaattacaaaatattt-taaaattatccccaaca

10908248

Query: 699 gaacaaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggc

758
FEEEEEereeeee e eeeeenr teeer teeenen e tenet |

Sbjct: 10908247 taacaaaatatttaaatttgaaacaatacaa-aaaaaatttaaaatacaaagaatatgac
10908189

Query: 759 ataaaattaatgttgttgg 777

e bttt
Sbjct: 10908188 ataaatttaacattgttgg 10908170

Score = 103 bits (62), Expect = le-19
Identities = 85/96 (88%)
Strand = Plus / Minus
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Query: 703 aaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggcataa

762
) PEEERRRRRRne e eeeeeee ol teeeeet teeeet teeeet 1ttd
Sbjct: 42182746 aaaatatttaaatttgaaacaatacaaccaaatttttaaagtacaaagaatatgacataa

42182687

Query: 763 aattaatgttgttggcctgagcctacacaatggggg 798

EEeer teeennnr teeeeeer teeel vt
Sbjct: 42182686 acttaatattgttggcttgagcctatacaatagggg 42182651

Score = 101 bits (61), Expect = 5e-19
Identities = 238/299 (79%), Gaps = 1/299 (0%)
Strand = Plus / Plus

Query: 1582 ctacaaatcattaaataatacaattacaatcaaataatttggggagggggt-cttcaaaa
1640

) IIIIIIIIIIIIIIIIIIII III IIIIIIIIIIII HHELET | (BNURRRRRL
Sbjct: 39197143 ct aataaattggggggatttttcttcaaaa
39197202
Query: 1641 cttgattcaaggttcattgtatcatcgaggtattcacccaaaccctccaaattcaaagag
1700

) e e e o v e veeeeer reeenneer et reeel
Sbjct: 39197203 ctcaattcaatgttcactgcttgagtgatgtattcatccaaacccttaaaattgaaagag

39197262

Query: 1701 cttgcagaaactggtggtggttgtgcatatgtttatgtgggtgtgtctacggtgataaca

1760
) Eereenr teeneeeer eeeeer reener reneer 0 e veeeer ner i
Sbjct: 39197263 ttggcagaaattggtggtggatgtgcaaatgtttgtgtgggcgggtccacggtggtaata

39197322

Query: 1761 taaaactcaaggcatgtgaagttgaagagtttcccaaatatagaaaacatagtaattatt

1820
Err eeeeenneeeer ree e e reer re o neeeer e et
Sbjct: 39197323 tacaagtcaaggcatgtgatcttggagatgtttgcaaacatggaaaacttattcattaca

39197382

Query: 1821 tcctcatcatcttgcagcatacatgccctgtactgaaaacaatcaccaacaaatgatac

1879
) IE e reer rer neeeer 1 (NRRRRRRRNNNNNNRRRERDR
Sbjct: 39197383 tcatcatcattgtgcaacatgcatgccatgcacttgccacaatcaccaacaaatgatac

39197441

Score = 97.6 bits (49), Expect = 8e-18
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Identities = 156/189 (82%), Gaps = 7/189 (3%)
Strand = Plus / Minus
Query: 1006 tatacacaagatgtatgtagttcctatactcatggtgagcatgcttataaac---aacaa
1062
) IIIIIIII 11 IIIIIIIII I IIIIIIIIIIIIIIIIIIIII i1 1
Sbjct: 42182479 tat aggatgca ttgta gtgagcatgcttacaagcagtaacaa
42182420
Query: 1063 catgagaacaaaacatgtgcattttttgaaatttgtcacagtcac--actacctttcatc
1120
) IIIIIIIIIII LEEEE e o reenneeer eeeeenner e teeerel
Sbjct: 42182419 ca caagacatgcgcaattcctgaaatttgccacagtcacaaactatctttcatc
42182360
Query: 1121 tagcttgaccatgaaatttctcactagttgaatctctctctccagttaattgtctcctag
1180

) 1 III NN e e N e R R R NN RN R R RN
Sbjct: 42182359 cagcctgatcatgaaatctccagcgggttgaa--cctctctcgagtttattgtctcctgg

42182302

Query: 1181 actaagaat 1189

LT
Sbjct: 42182301 actaagaat 42182293

Score = 91.7 bits (46), Expect = 5e-16
Identities = 1637200 (81%), Gaps = 4/200 (2%)
Strand = Plus / Minus

Query: 1582 ctacaaatcattaaataatacaattacaatcaaataatttgg--ggagggggtcttcaaa

1639
) PEEEEEreen e eee teeerreneee veer ot 1t
Sbjct: 27291216 ctacaaatcattaaataataaaataacaatcaaataaattggaaggggggtttcttcaaa

27291157

Query: 1640 acttgattcaaggttcattgtatcatcgaggtattcacccaaaccctccaaattcaaaga

1699
) et reer 0o reeeneer ne e v et
Sbjct: 27291156 actcaattcaaggttaattgcttgagcgaggtatccatcaaaaccctc--aattgaaaaa

27291099

Query: 1700 gcttgcagaaactggtggtggttgtgcatatgtttatgtgggtgtgtctacggtgataac

1759
FOE e tee teeeeeen eeeeet veeee teeeee v reet et i
Sbjct: 27291098 gattccataaattggtggtggatgtgcacatgtttgtgtgggcgggtctgtggtggtaac

27291039
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Query: 1760 ataaaactcaaggcatgtga 1779

) L T 1 inti
Sbjct: 27291038 atacaactccaagcatgtga 27291019

Score = 91.7 bits (46), Expect = 5e-16
Identities = 114/135 (84%), Gaps = 5/135 (3%)
Strand = Plus / Plus

Query: 1006 tatacacaagatgtatgtagttcctatactcatggtgagcatgcttata---aacaacaa

1062
) FEEEEEnr eeeeeerernner 0 reerneenr teeeeer reee vt
Sbjct: 38147109 tatacacatgatgtatgtagtttttgtactcatgatgagcatacttacaagcaacaacaa

38147168

Query: 1063 catgagaacaaaacatgtgcattttttgaaatttgtcacagtcacactacctttcatcta

1122
) PEEEERReeer reeeeennr vee e et reeenneeer peeeeneern |
Sbjct: 38147169 catgagaacaagacatgtgcaatttctggaatttg--acagtcacaccacctttcatcca

38147226

Query: 1123 gcttgaccatgaaat 1137

L el
Sbjct: 38147227 acctgacaatgaaat 38147241

Score = 91.7 bits (46), Expect = 5e-16
Identities = 79/90 (87%)
Strand = Plus / Minus

Query: 699 gaacaaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggc

758
PR T reeeeeerrrnner eeeeerrnneeer reennenr eyt o

Sbjct: 39010151 gaactaaaaatttaaatttgaaacaatacaacaaaaaaattaaaatataaagaatatgac
39010092

Query: 759 ataaaattaatgttgttggcctgagcctac 788

) PEeeE 1 reeennnnneer teeeentd
Sbjct: 39010091 ataaattcaatgttgttggcttgagcctac 39010062

Score = 89.7 bits (45), Expect = 2e-15
Identities = 135/165 (81%)
Strand = Plus / Plus
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Query: 1180 gactaagaattgtatgtcgcattaatcgaactcaagaacaatgtgagagtttgccttttt

1239
) e b tel e 0 oreer teeeeeenneer veeeer v teeeretl
Sbjct: 38147282 gactaggaactgtgtgtcgcgtcaatcaaactcaagaacattgtgagtgttcgecttttt

38147341

Query: 1240 ctgtatgtctttcatagccttgtttaatacttttgtataaacttcaccaaatgtaatcac

1299
) It e e eee teeeer reeeeeeeer o et 1
Sbjct: 38147342 aagtgcgtcttcgatgaccttgcttagtactttcgtataaacttggtcaaatgcaagcat

38147401

Query: 1300 tcttgcgacttctctccccectttggttgaacaatgcattacacct 1344

) CEEEE 0 e veer beeee e e e
Sbjct: 38147402 tcttgtggcttctctccctctttcgttgaacaatgcattacacct 38147446

Score = 87.7 bits (44), Expect = 7e-15
Identities = 83/96 (86%)
Strand = Plus / Plus

Query: 839 ttggatatccattttggtgtgtatacgagaggagacatgacaacctttagaatttctttt

898
PEEERReeneeee o reeeeeet eeeeeeeet v oe teeteeeeeeen 1td
Sbjct: 15665945 ttggatatccatttcgatgtgtatatgagaggagagaggatgacctttagaatttttttt

15666004

Query: 899 catttttgggttggggcaaattcttggcttgtgaca 934

) FE e beereeneeeenner teeeet
Sbjct: 15666005 cttctctgggttagggcaaattcttggcatgtgaca 15666040

Score = 83.8 bits (42), Expect = le-13
Identities = 63/70 (90%)
Strand = Plus / Plus

Query: 1420 ccccatcgccagccaccatcccatgcgagagtccacttttcttgtggaatcttcctaagce

1479
) PEEEeeer 0 e teeeeeeeneee e eeeeet teeeeeeneeneetat |1
Sbjct: 15666539 ccccatcgtcggcctccatcccatgcgagagtccaattttctecgtggaatcttcctaaac

15666598

Query: 1480 taattaattg 1489

ANRRRRNY
Sbjct: 15666599 caattaattg 15666608
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Score = 81.8 bits (41), Expect = 5e-13
Identities = 131/161 (81%)
Strand = Plus / Minus
Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt
860

) PEEEEereneer eeeeeer eeeeeer e et reeer reeeeer i
Sbjct: 37876289 atgcgacacatgaaacatcactttggttgacacgattctgagatattaattttggagtgg

37876230

Query: 861 atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt

920
) E e reeenr  ee e reeeeeneeeennr r o reeeenr teeeetel
Sbjct: 37876229 atgcgagaagagacaaaaccacccttagaatttctttttttgtttgggtcaaggcaaatt

37876170

Query: 921 cttggcttgtgacatggtgaccaacatgcttcattgcacaa 961

P reeeeneerennner 0 et et
Sbjct: 37876169 attggctcatgacatggtgaccaatacgcttcgttacacaa 37876129

Score = 79.8 bits (40), Expect = 2e-12
Identities = 70/80 (87%)
Strand = Plus / Plus

Query: 1800 atagaaaacatagtaattatttcctcatcatcttgcagcatacatgccctgtactgaaaa

1859
) PEeerreeeereneeeeenr reeeeeeeer eee ve ve veeeer reer r ot
Sbjct: 15666708 atagaaaacatagtaattatgtcctcatcattttgtagtatgcatgccttgtaataaaaa

15666767

Query: 1860 caatcaccaacaaatgatac 1879

AR RN RNRRRN]
Sbjct: 15666768 taatccccaacaaatgatac 15666787

Score = 79.8 bits (40), Expect = 2e-12
Identities = 67/76 (88%)
Strand = Plus / Minus

Query: 703 aaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggcataa

762
PEEEEE FReeeeeee e veeeeeeeeeeer oee teeeren e
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Sbjct: 27319098 aaaataattaaatttgaattaatacaacaaaattttacaaatacaaacaatatgacatac
27319039

Query: 763 aattaatgttgttggc 778

RN NN
Sbjct: 27319038 attcaatgttgttggc 27319023

Score = 67.9 bits (34), Expect = 7e-09
Identities = 49/54 (90%)
Strand = Plus / Plus

Query: 846 tccattttggtgtgtatacgagaggagacatgacaacctttagaatttcttttc 899

) PEEEEenneerenr reeeeeeeeneeeer eeee teeeeeerneere
Sbjct: 18686110 tccattttggtgtggatacgagaggagacaagacaattcttagaatttcttttc
18686163

Score = 67.9 bits (34), Expect = 7e-09
Identities = 49/54 (90%)
Strand = Plus / Plus

Query: 703 aaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatg 756

) tEEerereeenrnnnr reeeeereneeer e veeeer teeennnt
Sbjct: 38146792 aaaatatttaaatttgaattaatacaacaaaattttacaaatacgaacaatatg

38146845

Score = 65.9 bits (33), Expect = 3e-08
Identities = 39/41 (95%)
Strand = Plus / Minus

Query: 1500 ttggccttaaaacacacatgacaaatatttttattataaaa 1540

) feeeeeeeeeernnneeer e
Sbjct: 15295329 ttggccttaaaacacacatgaagaatatttttattataaaa 15295289

Score = 65.9 bits (33), Expect = 3e-08
Identities = 36/37 (97%)
Strand = Plus / Plus

Query: 1016 atgtatgtagttcctatactcatggtgagcatgctta 1052

) P reeeeereneeeeenee et
Sbjct: 15666121 atgtatgtaattcctatactcatggtgagcatgctta 15666157
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Score = 60.0 bits (30), Expect = 2e-06
Identities = 51/58 (87%)
Strand = Plus / Minus
Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgt

858

) PEEEEReeer e reeneer et veer teneerenneer reett
Sbjct: 27318978 atgcgacacacagaacatcactttggttgacctggttctcggatatccatttaggtgt

27318921

Score = 58.0 bits (29), Expect = 7e-06
Identities = 41/45 (91%)
Strand = Plus / Plus

Query: 540 tttaagagttgaaatcctttgtatttttattttatttgattatta 584

) PEEEE teeeeeeer veeer teeel teee e e e et
Sbjct: 15665642 tttaaaagttgaaattctttgcattttcattttatttgattatta 15665686

Score = 58.0 bits (29), Expect = 7e-06
Identities = 35/37 (94%)
Strand = Plus / Minus

Query: 1308 cttctctccccctttggttgaacaatgcattacacct 1344

) PEEEEERner teer teeeeeeenereeneerel
Sbjct: 27301942 cttctctccctcttttgttgaacaatgcattacacct 27301906

Score = 58.0 bits (29), Expect = 7e-06
Identities = 143/180 (79%), Gaps = 2/180 (1%)
Strand = Plus / Minus

Query: 1058 aacaacatgagaacaaaacatgtgcattttttgaaatttgtcacagtcacactacctttc

1117
) Peeerreeeeeeer e e reeer teeeeerrnner teer et
Sbjct: 27302189 aacaacatgagaacaaggcacttgcaaattttggaatttgtcacagccacatcacctttc

27302130

Query: 1118 atctagcttgaccatgaaatttctcactagttgaatctctctctccagttaattgtctcc

1177
P e reeeer e e reenenr reeeeer  ner teeernn
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Sbjct: 27302129 atccaacttgaccgtgaaatctccaacgggttgaa--cctctctcaggtttattgtctct
27302072

Query: 1178 tagactaagaattgtatgtcgcattaatcgaactcaagaacaatgtgagagtttgecttt

1237
) e e e reeeee t o reenneerenneer oreeenr teeeeeretl
Sbjct: 27302071 ttcaccaagaaccgtgtgtcgcgtcgatcgaactcaagaatattgtgagtgtttgecttt

27302012

Score = 54.0 bits (27), Expect = le-04
Identities = 36/39 (92%)
Strand = Plus / Minus

Query: 1416 gtgtccccatcgccagccaccatcccatgcgagagtcca 1454

) PEEEREEEeeer veeneer reeeennr reeeeten
Sbjct: 27301816 gtgtccccatcgtcagccactatcccatgtgagagtcca 27301778

Score = 54.0 bits (27), Expect = 1le-04
Identities = 30/31 (96%)
Strand = Plus / Minus

Query: 1431 gccaccatcccatgcgagagtccacttttct 1461

) PEEereeeeereneeeeneeeer reeel
Sbjct: 37875707 gccaccatcccatgcgagagtccatttttct 37875677

Score = 54.0 bits (27), Expect = le-04
Identities = 30/31 (96%)
Strand = Plus / Minus

Query: 639 acaagttgacttgaactaaaatatttaaatt 669

) NN RN RN RN NNRRRRRRRRRNNNNy
Sbjct: 42182763 acaagttgaattgaactaaaatatttaaatt 42182733

Score = 54.0 bits (27), Expect = 1le-04
Identities = 51/59 (86%)
Strand = Plus / Minus

Query: 703 aaaatatttaaatttgaaataatacaacaaaaattttaaaatacaaacaatatggcata

761
PEEEEERRReeeeer e veeeeee te v e teeer veeeeeee e
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Sbjct: 43413556 aaaatatttaaatttaaattaatacaataacattttacaaataaaaacaatatggcata
43413498

Score = 52.0 bits (26), Expect = 4e-04
Identities = 80/98 (81%)
Strand = Plus / Minus

Query: 1247 tctttcatagccttgtttaatacttttgtataaacttcaccaaatgtaatcactcttgcg

1306
e o eeeenr eer eeeer reeeeeeenr rer vee nere r ol
Sbjct: 37875902 tctttgatggccttgcttagtacttgcgtataaacttggccagatgcaagcattgttgtg

37875843

Query: 1307 acttctctccccctttggttgaacaatgcattacacct 1344

) PEE e teel beee e e e e el
Sbjct: 37875842 gcttttctccctcttttgttgaacaatgcattacacct 37875805

2

Score = 50.1 bits (25), Expect = 0.00
= 2/129 (1%)

Identities = 105/129 (81%), Gaps
Strand = Plus / Plus

0
2

Query: 428 tttttttgttattaattgtctatatttgtgttctgtttaaattgaaaacaatattatttt

487
) et oo reeeennnr tee F reeerenr reer teerneerel
Sbjct: 15665276 tttttgtgttattagtgatctatatttatgtcttttttaaattaaaaataatattatttt

15665335

Query: 488 tcatatgttgttaattcttaatttcttatgcatattttatgttttatcatttttt-aaga

546
) feee e 0 nee te reerrnnenr teeeenenr reeeeer e
Sbjct: 15665336 gcataagttgtt-gtcaatttttttttttgcatattttttgttttattattttttgaaga

15665394

Query: 547 gttgaaatc 555

ANRRRRNY
Sbjct: 15665395 gttgaaatc 15665403

Score = 50.1 bits (25), Expect = 0.002
Identities = 70/85 (82%)
Strand = Plus / Plus
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Query: 1035 tcatggtgagcatgcttataaacaacaacatgagaacaaaacatgtgcattttttgaaat

1094
PEEEEEE e e eeeeeeerrennet v vt e v i

Sbjct: 18686303 tcatggttagcatgcttacaagcaacaacatgagaatatggcatgtgcaatttctagaat
18686362

Query: 1095 ttgtcacagtcacactacctttcat 1119

PR TEeE et bttt
Sbjct: 18686363 ttggcacattcacactgtctttcat 18686387

Score = 48.1 bits (24), Expect = 0.006
Identities = 27/28 (96%)
Strand = Plus / Minus

Query: 167 tttttatccaaataataaaaaaaaatta 194

) NRRRRUNNRRRRRRRR RN}
Sbjct: 15677523 ttttcatccaaataataaaaaaaaatta 15677496

Score = 44_.1 bits (22), Expect = 0.098
Identities = 25/26 (96%)
Strand = Plus / Plus

Query: 404 ttttaaaattgtttgtatttttattt 429

) e teeeeereennerl
Sbjct: 9727499 ttttaaaatagtttgtatttttattt 9727524

Score = 44.1 bits (22), Expect = 0.098
Identities = 22/22 (100%)
Strand = Plus / Minus

Query: 521 attttatgttttatcatttttt 542

) RNNRRRRRANRRRRaNNN
Shjct: 41498204 attttatgttttatcatttttt 41498183

Score = 44_.1 bits (22), Expect = 0.098
Identities = 22/22 (100%)
Strand = Plus / Minus

Query: 614 aaattaaaaaatatatatttaa 635
NNRRRRRNRRRRRNRRRNNY



Sbjct: 43470713 aaattaaaaaatatatatttaa 43470692

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 723 aatacaacaaaaattttaaaa 743

) ANRRRRRNRRRRNRRRRNNY
Sbjct: 5204195 aatacaacaaaaattttaaaa 5204215

Score = 42_.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus 7/ Plus

Query: 1520 acaaatatttttattataaaa 1540

ANRRRRNNRRRRNRRRR NN
Sbjct: 5510672 acaaatatttttattataaaa 5510692

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Plus

Query: 391 tttttttgttttgttttaaaa 411

) ANRRRRRNRRRRNRRRRNNY
Sbjct: 9056095 tttttttgttttgttttaaaa 9056115

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Minus

Query: 419 tatttttattttttttgttat 439

) RRRRRRNNNRRRRR Ry
Shjct: 10253047 tatttttattttttttgttat 10253027

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Minus
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Query: 179 taataaaaaaaaattaattat 199

) NRRRRRRRRRRRRRRNNNNY
Sbjct: 14329916 taataaaaaaaaattaattat 14329896

Score = 42.1 bits (21), Expect = 0.39
Identities = 21/21 (100%)
Strand = Plus / Minus

Query: 1859 acaatcaccaacaaatgatac 1879

ANRRRRRNRRRRRRRRR NN
Sbjct: 27290939 acaatcaccaacaaatgatac 27290919

Score = 42.1 bits (21), Expect
Identities = 37/41 (90%), Gaps
Strand = Plus / Plus

0.39
1741 (2%)

Query: 164 ttttttttatccaaataata-aaaaaaaattaattatttac 203

) RN e A RN NN RN RNNRRRRNRRRRNRRY
Sbjct: 27660804 ttttttttatgtaattaatacaaaaaaaattaattatttac 27660844

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 388 ttttttttttgttttgtttt 407

ERRRNNNNRRRRRRRRy
Shjct: 636859 ttttttttttgttttgtttt 636840

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 387 cttttttttttgttttgttt 406

) AR RN RNNaas
Shjct: 1310415 cttttttttttgttttgttt 1310434

Score = 40.1 bits (20), Expect = 1.5



Identities = 20/20 (100%)
Strand = Plus 7/ Plus

Query: 616 attaaaaaatatatatttaa 635

(NNNNNRRRRRRRRRNNNRY
Sbjct: 6002910 attaaaaaatatatatttaa 6002929

Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Minus

Query: 719 aaataatacaacaaaaattttaaa 742

Sbjct: 6749190 aaataatacaacaaaatttttaaa 6749167

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 703 aaaatatttaaatttgaaat 722

(NRNNRRRRRRRRRRNNRRR
Sbjct: 6994565 aaaatatttaaatttgaaat 6994584

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 390 ttttttttgttttgttttaa 409

AR
Shjct: 10607670 ttttttttgttttgttttaa 10607651

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Plus

Query: 1078 tgtgcattttttgaaatttg 1097

) ARERRRRRRRRRNRRNNNEY
Sbjct: 12429986 tgtgcattttttgaaatttg 12430005
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Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Plus

Query: 340 aaaaccaagttaagaaatcggttc

) AR NN RRNRRRRNNARY
Sbjct: 15665184 aaaaacaagttaagaaatcggttc

Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Minus

Query: 179 taataaaaaaaaattaattattta

Sbjct: 18598222 taataaaaaaaaattatttattta

Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Plus

Query: 176 aaataataaaaaaaaattaattat

) PELEERRRRErennnr teenetd
Sbjct: 19174949 aaataataaaaaaaaaataattat

Score = 40.1 bits (20), Expect = 1.5
Identities = 23/24 (95%)
Strand = Plus / Plus

Query: 183 aaaaaaaaattaattatttaccca

Sbjct: 36122475 aaaaaaaaattgattatttaccca

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 278 tttttatacatttagaaatt 297
RRRRRRRRRRRNRNNNNY
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363

15665207

202

18598199

199

19174972

206

36122498



Sbjct: 36139493 tttttatacatttagaaatt 36139474

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 891 tttcttttcatttttgggtt 910

) AURRRRRNRRRRNNRRRNY
Sbjct: 36447304 tttcttttcatttttgggtt 36447285

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 1325 ttgaacaatgcattacacct 1344

AARRRRRNRRRRRNRRRRY
Sbjct: 39009500 ttgaacaatgcattacacct 39009481

Score = 40.1 bits (20), Expect = 1.5
Identities = 35/40 (87%)
Strand = Plus / Minus

Query: 165 tttttttatccaaataataaaaaaaaattaattatttacc 204
CEEEEEREereneeeeer e e 1
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Sbjct: 40946501 tttttttatccaaataatacaaataaaataaaaatttacc 40946462

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 388 ttttttttttgttttgtttt 407

) ERRRNNNNRRRRRRRRNY
Shjct: 41515291 ttttttttttgttttgtttt 41515272

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus



Query: 392 tttttgttttgttttaaaa 411

) ARRRRRRRRRRRNRNNNNY
Sbjct: 41760463 ttttttgttttgttttaaaa 41760444

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 175 caaataataaaaaaaaatta 194

AURRRRRNRRRRRNRRRN]
Sbjct: 42598398 caaataataaaaaaaaatta 42598379

Score = 40.1 bits (20), Expect = 1.5
Identities = 20/20 (100%)
Strand = Plus / Minus

Query: 322 atgttcattttttttttcaa 341

ANRRRRRNRRRRNNRRRN]
Sbjct: 43860326 atgttcattttttttttcaa 43860307

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 390 ttttttttgttttgtttta 408

) ERRRRRRRRR RN
Sbjct: 451701 ttttttttgttttgtttta 451719

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatatt 632

NRRRRNNRRRRNRRRN]
Sbjct: 1465245 aaattaaaaaatatatatt 1465263

Score = 38.2 bits (19), Expect = 6.1

Dow AgroSciences LLC
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Identities = 19/19 (100%)
Strand = Plus /7 Minus

Query: 736 ttttaaaatacaaacaata 754

ANNRRRRRRRRRNNNRR
Sbjct: 1871069 ttttaaaatacaaacaata 1871051

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 736 ttttaaaatacaaacaata 754

ANRRRRRNRRRRNRRANY
Sbjct: 1891767 ttttaaaatacaaacaata 1891749

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 736 ttttaaaatacaaacaata 754

RNNRRRRRRRRRNNNRR
Sbjct: 1907611 ttttaaaatacaaacaata 1907593

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 736 ttttaaaatacaaacaata 754

ANRRRRRNRRRRNRRRNY
Sbjct: 1945858 ttttaaaatacaaacaata 1945876

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 614 aaattaaaaaatatatatt 632

) NRRRRRRRRRNNNNNNNY
Sbjct: 3537942 aaattaaaaaatatatatt 3537924
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Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 563 tttttattttatttgatta 581

URRRRNNRRRRNRRRN]Y
Sbjct: 4149630 tttttattttatttgatta 4149648

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 615 aattaaaaaatatatattt 633

) RRRRRNNNNRRRRRANY
Sbjct: 4529154 aattaaaaaatatatattt 4529172

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 328 attttttttttcaaaacca 346

ANRRRRNNRRRRNRRRNY
Sbjct: 4661037 attttttttttcaaaacca 4661055

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 614 aaattaaaaaatatatatt 632

) RRRRRNNNRRRRRRRY
Sbjct: 6119481 aaattaaaaaatatatatt 6119499

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 420 atttttattttttttgtta 438
RRRRRRRRRRRNNNNNY
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Sbjct: 6467969 atttttattttttttgtta 6467987

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

) ANRRRRNNRRRNNRRRNY
Sbjct: 7081765 aaatatttttattataaaa 7081783

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)

Strand = Plus / Plus
Query: 263 tttcttaattacatttttttata 285

Sbjct: 7895514 tttcttaattagatttttttata 7895536

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 404 ttttaaaattgtttgtattttta 426
CEEEERRREEeenr Tt

Sbjct: 7945655 ttttaaaattgtttttattttta 7945677

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 178 ataataaaaaaaaattaat 196

NRRRRRNRRRRNRRRNY
Sbjct: 8142921 ataataaaaaaaaattaat 8142939

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus
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Query: 388 ttttttttttgttttgttt 406

) NRRNRRRRRRRRRNNNNR
Shjct: 9391091 ttttttttttgttttgttt 9391109

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 561 tatttttattttatttgattatt 583
FEEEERRREEEnnner teetd

Sbjct: 9634089 tatttttattttattttattatt 9634111

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 279 ttttatacatttagaaatt 297

AARRRRRNRRRRNRRRN]
Sbjct: 12396209 ttttatacatttagaaatt 12396227

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 609 aattgaaattaaaaaatat 627

NRRRRRNRRRRNRRRNY
Sbjct: 12648622 aattgaaattaaaaaatat 12648604

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 578 attattataatacataatt 596

ANRRRRNNRRRRNRRRN]
Sbjct: 14435964 attattataatacataatt 14435946

Score = 38.2 bits (19), Expect = 6.1
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Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 609 aattgaaattaaaaaatat 627

NNNNNRRRRRRRRNNNRR
Sbjct: 15069140 aattgaaattaaaaaatat 15069158

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 615 aattaaaaaatatatattt 633

ANRRRRRNRRRRNRRRN]
Sbjct: 15148280 aattaaaaaatatatattt 15148262

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 485 ttttcatatgttgttaatt 503

RNNRRRRRRRRRNNNRR
Sbjct: 15290051 ttttcatatgttgttaatt 15290069

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 422 ttttatettrtttgttatt 440

ARRRRRRRRRNRA
Shjct: 15624394 ttttattttttttgttatt 15624376

Score = 38.2 bits (19), Expect = 6.1
Identities = 25/27 (92%)
Strand = Plus / Plus

Query: 516 tgcatattttatgttttatcatttttt 542

) FEEEREEEED TRRRRennen i
Sbjct: 15665418 tgcatattttttgttttatcatgtttt 15665444
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Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 617 ttaaaaaatatatatttaa 635

ARRRRRNRRRRNRRRNY
Sbjct: 16493120 ttaaaaaatatatatttaa 16493102

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 414 gtttgtatttttatttttt 432

] RRRRRRRRRRRRRA
Shjct: 17567045 gtttgtatttttatttttt 17567027

Score = 38.2 bits (19), Expect = 6.1
Identities = 25/27 (92%)
Strand = Plus / Plus

Query: 258 accgatttcttaattacatttttttat 284

Sbjct: 18684833 accgatttctaaactacatttttttat 18684859

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 615 aattaaaaaatatatattt 633

) RRRRRNNRNRRRRRRNY
Sbjct: 18821519 aattaaaaaatatatattt 18821537

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540
NNNNNRRRRRRRRNNNRR
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Sbjct: 19177022 aaatatttttattataaaa 19177040

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 279 ttttatacatttagaaatt 297

) AURRRRRNRRRRNRRRN]
Sbjct: 19778353 ttttatacatttagaaatt 19778335

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 389 ttttttttgttttgtett 407

NERNRRRRRRR RNl
Sbjct: 25259835 tttttttttgttttgtttt 25259817

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 419 tatttttattttttttgtt 437

) FEEEEEREEEEEErn
Sbhjct: 25773276 tatttttattttttttgtt 25773294

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 186 aaaaaattaattatttacccaaa 208
AR RRRNRRRRNRRR ]

Sbjct: 27586669 aaaaaattaattatttacacaaa 27586647

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus
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Query: 186 aaaaaattaattatttacccaaa 208

) FTEEERRERREE et 1l
Sbjct: 27655975 aaaaaattaattatttacacaaa 27655997

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 415 tttgtatttttattttttt 433

RRRRNNNNNRRRRRRY
Shjct: 28789460 tttgtatttttattttttt 28789442

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 873 acatgacaacctttagaatttct 895

) PEEEERRREer Lt
Sbjct: 33157473 acatgacaacccttagaatttct 33157495

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 419 tatttttattettetttgtt 437

ARRRANNNNRRRRRRRY
Shjct: 33664038 tatttttattttttttgtt 33664020

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Plus

Query: 186 aaaaaattaattatttacccaaa 208

PELERRREEE et et
Sbjct: 34469120 aaaaaattaattatttacacaaa 34469142

Score = 38.2 bits (19), Expect = 6.1
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Identities = 19/19 (100%)
Strand = Plus /7 Minus

Query: 1529 tttattataaaacaaacac 1547

NNNNRRRRRRRRNNNRR
Sbjct: 35357636 tttattataaaacaaacac 35357618

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 412 ttgtttgtatttttatttttttt 434
FEEEEE PRRREREEErnnnnd

Sbjct: 36342587 ttgtttttatttttatttttttt 36342565

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

NRNNNRRRRRRRRNNNRR
Sbjct: 37015855 aaatatttttattataaaa 37015873

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 389 tttttttttgttttgtttt 407

WERNRRRRRRRR RNl
Shjct: 37244234 tttttttttgttttgtttt 37244252

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 180 aataaaaaaaaattaatta 198

) ARRRRRRRRRRNNNNNNY
Sbjct: 37582064 aataaaaaaaaattaatta 37582046

Dow AgroSciences LLC
Study ID: 102117
Page 282



Dow AgroSciences LLC
Study ID: 102117

Page 283
Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus
Query: 186 aaaaaattaattatttacccaaa 208
) PEEEERREEE e et
Sbjct: 37877192 aaaaaattaattatttacacaaa 37877170
Score = 38.2 bits (19), Expect = 6.1
Identities = 49/59 (83%)
Strand = Plus / Plus
Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtg

859

Peeerenner  veeeet reeener ve teener voner el
Sbjct: 38146912 atgcgacacacagaacattgctttggttgacccgattctcgaataaccattttggtgtg
38146970

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 388 ttetetetttgtetgttt 406

) ARRNNRRRRRRRRNNNRR
Shjct: 38798805 ttttttttttgttttgttt 38798823

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 388 ttttttttttgttttgttttaaa 410

LD DRt
Sbjct: 39302692 tttttgttttgttttgttttaaa 39302670

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus



Query: 389 ttettttttgttetgtett 407

) NRRNRRRRRRRRRNNNRR
Shjct: 39302696 tttttttttgttttgtttt 39302678

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 1155 tctctctccagttaattgt 1173

ARRRRRNRRRNNRRRNY
Sbjct: 39634767 tctctctccagttaattgt 39634749

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 181 ataaaaaaaaattaattat 199

) RRRRRNNNRRRRRRANY
Sbjct: 40423890 ataaaaaaaaattaattat 40423908

Score = 38.2 bits (19), Expect = 6.1
Identities = 22/23 (95%)
Strand = Plus / Minus

Query: 1518 tgacaaatatttttattataaaa 1540
PEEEERRREEE Lt

Sbjct: 40512940 tgacaaatatttatattataaaa 40512918

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Plus

Query: 1522 aaatatttttattataaaa 1540

) RRRRRRRRRRRRNNNNY
Sbjct: 41094560 aaatatttttattataaaa 41094578

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
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Strand = Plus /7 Minus

Query: 422 ttttattttttttgttatt 440

RRRRNNNNNRRRRRRtY
Shjct: 41339167 ttttattttttttgttatt 41339149

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus / Minus

Query: 414 gtttgtatttttatttttt 432

) ANRRRRNNRRRRNRRRN]
Sbjct: 42569295 gtttgtatttttatttttt 42569277

Score = 38.2 bits (19), Expect = 6.1
Identities = 19/19 (100%)
Strand = Plus 7/ Plus

Query: 617 ttaaaaaatatatatttaa 635

ANRRRRRNRRRRNRRRNY
Sbjct: 42875341 ttaaaaaatatatatttaa 42875359

>gbCM000852.1] Glycine max chromosome 19, whole genome shotgun sequence
Length = 50589441

Score = 361 bits (182), Expect = 3e-97
Identities = 518/622 (83%), Gaps = 11/622 (1%)
Strand = Plus / Minus

Query: 801 atgcgacacatggaacatcattttggtttacctgattcttggatatccattttggtgtgt

860
) PEEErrneeereneeeeenne e eee vt e veeerenne et el
Sbjct: 2641822 atgcgacacatggaacatcattttagttgaccttgttcttagatatccatttttgtgtgt

2641763

Query: 861 atacgagaggagacatgacaacctttagaatttcttttcatttttgggttggggcaaatt

920
) PEEEEEner et eeeeeeeeerr e e vee ekt 1 e i
Sbjct: 2641762 atacgagagaagacaagacgacctttagaatttcttttcatctttaggttaagacagatt

2641703

Query: 921 cttggcttgtgacatggtgaccaacatgcttcattgcacaatttcccaagtaatcatttg
980



Sbjct: 2641702 c
2641643

Query: 981
1040

Sbjct: 2641642
2641583

Query: 1041
1097

Sbjct: 2641582 t
2641523

Query: 1098
1156

Sbjct: 2641522 t
2641466

Query: 1157
1216

Sbjct: 2641465
2641406

Query: 1217
1276

Sbjct: 2641405 acaa

2641346

Query: 1277
1336

Sbjct: 2641345
2641286

Query: 1337
1393

Sbjct: 2641285
2641227

Query: 1394

Sbjct: 2641226
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ggcttgtaacacagtgatcaatatgcttcgttgcacaatcccctaaacaatcctatg

tacatgttatagatacttttcagcgtatacacaagatgtatgtagttcctatactcatgg

e o e v veeeer oe rener teeeerer e ot i
tacatgttggacacactttccagtgtatacgcatgatgtttgtagttcttacactcgtga

tgagcatgcttata---aacaacaacatgagaacaaaacatgtgcattttttgaaatttg

agcatgcttacaagcagcaacaacatgagaacaacgcacatgaattttttggaatttg

tcacagtcacactacctttcatctagcttgaccatgaaatttctcact-agttgaatctc

tc-cagtgagtagaa--cc

tctctccagttaattgtctcctagactaagaattgtatgtcgcattaatcgaactcaaga

PEEEEE neeenerener e veeeneeer 0or ot o vt reenern
tctctcgggttaattgtctgctggactaagaactatgtgtcacatcaatcaaactcaaga

acaatgtgagagtttgcctttttctgtatgtctttcatagccttgtttaatacttttgta

Peeeeerenerener  reer vt Foreer veeeeer perneereneeel 1
tgtgagagtttatctttctctgtgtatcttccatagccatgtttaatacttgtgta

taaacttcaccaaatgtaatcactcttgcgacttctctccccctttggttgaacaatgca

R O O e N N e RN R RN RN RN NN RN
taaacttggccatacgtaatcattaatgcgacttctctcccactttggttgaacaatgca

ttaca-cctagtataggttgattttaccaacacac--attgccagattttgtgttttctt

ttatatccta-tataggttgattttaccagcgcacttattggcagatttcgtgtttttat

gagtaccaaattaattaactca 1415

PEEEED BEEEEner i
tagtaccgaattaattgactca 2641205
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Score = 291 bits (147), Expect = 3e-76

Identities = 321/378 (84%), Gaps = 2/378 (0%)

Strand = Plus / Minus
Query: 1510 aacacacatgacaaatatttttattataaaacaaacacccagtgatacaacaatgaacaa
1569

) I IIIIIII IIIIIIIIIIIII (AR RN AR R NRRRRRNRRRRNY

Sbjct: 2639050 aaca acgaatattttt acaaaacaaacacttagtaatacaacaatgaacaa
2638991
Query: 1570 cacacatgacaactacaaatcattaaataatacaattacaatcaaataatttggggaggg
1629

e 0 e reeeeeenr reennr tee v oreeeeeer roreener
Sbjct: 2638990 cacacatgatgattataaatcattagataataaaataataatcaaatcaattgggggggg

2638931

Query: 1630 ggt--cttcaaaacttgattcaaggttcattgtatcatcgaggtattcacccaaaccctc

1687
) PeE e reeeeeeeeeeerr teeee e e e et
Sbjct: 2638930 ggtttcttcaaaactcaattcaaggttcattaattcatcgaggtattcatccaaaccctc

2638871

Query: 1688 caaattcaaagagcttgcagaaactggtggtggttgtgcatatgtttatgtgggtgtgtc

1747
IIIIIIIIIIIIIIIIIII III IIIIIIIIIIIIIIII LEEEer e el
Sbjct: 2638870 ca ttggt ttgtgcacatgtttgtgttaatgtgtc

2638811

Query: 1748 tacggtgataacataaaactcaaggcatgtgaagttgaagagtttcccaaatatagaaaa

1807
) I e e e reenr eeeeer vee e veennr r reeenr il
Sbjct: 2638810 tatgatggtaagatataactcgaggcatttgaggttggagagttgcacgaatatataaaa

2638751

Query: 1808 catagtaattatttcctcatcatcttgcagcatacatgccctgtactgaaaacaatcacc
1867

I
Sbjct: 2638750 cataataattatgtctttatcatcttacagtatgcatgtcctgtattgaaaacaatcacc
2638691

Query: 1868 aacaaatgatacgggaca 1885

PEEE 0 eer teen
Sbjct: 2638690 aacagataatacaggaca 2638673
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Score = 228 bits (115), Expect = 3e-57
Identities = 212/243 (87%), Gaps = 1/243 (0%)

Strand = Plus / Plus
Query: 551 aaatcctttgtatttttattttatttgattattataatacataattaaacaacaacttaa
610

) IIIIIIIIIIIIIIII CEEEReeeeeenr e reeenr teener teeeeet
Sbjct: 27786116 aaatcctttgtattttcattttatttgattgttgaaata